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! Homo sapiens chromosome 21 segment HS21 C078 | 
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Ifr31c05.x1 NCI_CGAP_Ov23 Homo sapiens cDNA clone IMAGE:22199123' similar to contains Alu repetitivel 
I element; ( 


| Ho-na sapiens cut (Drosophila)-like 1 (CCAAT displacement protein) (GUTL1) mRNA 


j HSC23F051 normalized infant brain cDNA Homo sapiens cDNA clone c-23f05 \ 


PROTEIN-ARGIMINE DEIMINASE TYPE IV (PEPTIDYLARGININE DEIMINASE IV) (PAD-R4) I 
(PEPTIDYLARGININE DEIMINASE TYPE ALPHA) | 


! PROTEIN-ARGIMINE DEIMINASE TYPE IV (PEPTIDYLARGININE DEIMINASE IV) (PAD-R4) I 
|(PEPTIDYLARGININE DEIMINASE TYPE ALPHA) | 


!ye28c12.r1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:1 19062 5' | 


j EST384702 MAGE resequences, MAGL Homo sapiens cDNA | 


|mus musculus olfactory receptor cluster, OR37A, OR37B, OR37C, OR37E genes and OR37D pseudogene | 


, ot80c04.s1 Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone !MAGE:1623078 3' similar to I 
^contains element L1 repetitive element ; | 


:Hotio sapiens chromosome 21 segment HS21C046 | 


601885734F1 NlH_MGC_57 Homo sapiens cDNA clone IMAGE:4104129 5' | 


Homo sapiens GTP binding protein 1 (GTPBP1 ), mRNA j 


| Homo sapiens gene for TMEM1 and PWP2,complete and partial cds I 


1 
i 

t 

1 
1 

r> 

1 
I 


;QV1-UM0033-200300-115-g02 UM0036 Homo sapiens cDNA j 


'MYELIN-OLIGODENDROCYTE GLYCOPROTEIN PRECURSOR j 


[PM4-BT0650-01 0400-002-g09 BT0650 Homo sapiens cDNA | 


PM4-BT0650-01 0400-002-g09 BT0650 Homo sapiens cDNA | 


J LINE-1 REVERSE TRANSCRIPTASE HOMOLOG | 


Homo sapiens chromosome 21 segment HS21C084 | 


Homo sapiens hypothetical protein FLJ10024 (FLJ10024), mRNA | 


AV730030 HTF Homo sapiens cDNA clone HTFAWA03 5' | 


LINE-1 REVERSE TRANSCRIPTASE HOMOLOG ( 


C05947 Human pancreatic islet Homo sapiens cDNA clone hbc5355 | 


Homo sapiens Grb2-associated binder 2 (KIAA0571), mRNA | 


, df45c01 .yl Morton Fetal Cochlea Homo sapiens cDNA clone IMAGE:2486376 5' i 


df45o01 .yl Morton Fetal Cochlea Homo sapiens cDN A clone IMAGE:2486376 5' | 


DKFZp434P037__r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434P037 5' | 
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Top Hit Descriptor 


xx10b04.x1 NCI_CGAP_Pan1 Homo sapiens cDNA clone IMAGE:2837071 3' similar to gb:L20868 60S 1 
RIBOSOMAL PROTEIN L4 (HUMAN); 


xx10b04.x1 NCI CGAP Pan1 Homo sapiens cDNA clone IMAGE:2837071 3' similar to gb:L2U8B8 BUS I 
RIBOSOMAL PROTEIN L4 (HUMAN); 


Rattus norvegicus partial Gdn/Pn-1 gene for glia-derived nexin/protease nexin I, enhancer region j 


PROTEIN-GLUTAMINE GAMMA-GLUTAMYLTRANSFERASE (TISSUE TRANSGLUTAMINASE) I 
(TGASE C) (TGC) 


Homo sapiens similar to high-mobility group (nonhistone chromosomal) protein 4 (H. sapiens) (LOC63446), | 


Homo sapiens chromosome 21 segment HS21C046 I 


H.sapiens DMA, DMB, HLA-21, IPP2, LMP2, TAP1, LMP7, TAP2, DOB, DQB2 and RING8, 9, 13 and 14 I 


Human aconitate hydratase (AC02) gene, exon 4 i 


qm65g1 1 x1 Scares jlacenta_8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1893668 3' I 
similar to contains Alu repetitive element; 


Vus musculus gasdermin (Gsdm), mRNA ( 


HUM41 1 F05B Clontech human fetal brain polyA+ mRNA (#6535) Homo sapiens cDNA clone GEN-41 1 F05 

1 5' 


Human endogenous retrovirus HERV-P-T47D 1 


| VR0-HT01 61 -221 099-002-C06 HT01 61 Homo sapiens cDNA j 


Homo sapiens lymphocyte activation-associated protein (LOC51 088), mRNA | 


Homo sapiens lymphocyte activation-associated protein (LOC51 088), mRNA j 


VR1-SN0035-060400-001-g11 SN0035 Homo sapiens cDNA I 


|AV850547 GLC Homo sapiens cDNA clone GLCCGA02 3' ! 


|ho36h04.Xl NCI_CGAP_Ut1 Homo sapiens cDNA clone IMAGE:303951 1 3' similar to contains MER29.D3 1 
|MER29 repetitive element ; 


Iho36h04.x1 NCl_CGAP_Ut1 Homo sapiens cDNA clone IMAGE:303951 1 3' similar to contains MtR29.b3 I 
|MER29 repetitive element ; J 


|wi33h08.x1 NCI CGA?_Co16 Homo sapiens cDNA clone IMAGE:2392095 3' j 


IN-ACETYLLACTOSAMINIDE BETA-1,6-N-ACETYLGLUCOSAMINYLTRANSFERASE (N- i 
IACETYLGLUCOSAMINYLTRANSFERASE) (l-BRANCHING ENZYME) (IGNT) 


IN-ACETYLLACTOSAMINIDE BETA-1 ,6-N-ACETYLGLUCOSAMINYLTRANSFERASE (N- j 
IACETYLGLUCOSAMINYLTRANSFERASE) (l-BRANCHING ENZYME) (IGNT) | 
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Top Hit Descriptor 


Homo sapiens chromosome 21 segment HS21C001 j 


Homo sapiens chromosome 21 segment HS21C001 


AV761 874 MDS Homo sapiens cDNA clone MDSCCG05 5' 


,AU140358 PLACE2 Homo sapiens cDNA clone PLACE2000394 5' j 


Mus musculus TF-1 cell apoptosis related protein-1 5 (Tfarl 5), mRNA j 


CM0-HTO1 79-281 099-076-h05 HT0179 Homo sapiens cDNA [ 


to 
§ 

1 

1 
< 
D 

I 

| 

1 
Z 

§' 

1, 

1 

S 1 
8 
I 

f 


Homo sapiens chromosome 21 segment HS21 C046 | 


ALPHA-2-MACROGLOBULIN PRECURSOR (ALPHA2M) ( 


Homo sapiens gene for activin receptor type IIB, complete cds j 


Homo sapiens HSPC220 mRNA, complete cds | 


EST00738 Fetal brain, Stratagene (cat#936206) Homo sapiens cDNA clone HFBCF07 I 


Homo sapiens T cell receptor beta locus, TCRBV7S3A2 to TCRBV12S2 region j 


wx05g07.x1 NCI_CGAP_Gas4 Homo sapiens cDNA done IMAGE:254281 2 3' | 


Homo sapiens chromosome 21 segment HS21C1 03 | 


Human dystrophin (DMD) gene, exons 7, 8 and 9, and partial cds ! 


naa27b06.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:3255898 3' similar to contains Alu 1 
repetitive element; ( 


Homo sapiens Xq pseudoautosomal region; segment 1/2 j 


Homo sapiens chromosome 21 segment HS21 C0C2 j 


8 

i 

1 1 

0 " 

1 - 

£ 

o 

1 

X 

1 ; 


tm1 4h10.x1 NCI_CGAP_Co14 Homo sapiens cDNA clone IMAGE:215661 1 3' similar to gb:L19593 HIGH 
AFFINITY lNTERLEUKIN-8 RECEPTOR B (HUMAN);contains L1 .t1 L1 repetitive element ; 


wl66b04.x1 NCI_CGAP_Brn25 Homo sapiens cDNA done IMAGE:2429839 3' similar to SW:RL21 HUMAN I 
P46778 60S RIBOSOMAL PROTEIN L21 . ; [ 


Human chromosomal protein HMG1 related gene | 


qb28o07.x1 Scares _pregnant_uterus_NbHPU Homo sapiens cDNA clone IMAGE:1 697580 3' similar to j 
contains MER1 2,t2 MER12 repetitive element ; ] 


RC5-BT0707-150300-021-H10 BT0707 Homo sapiens cDNA | 


yx73d05.s1 Scares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:267369 3' j 


IMMEDIATE EARLY GENE 13 PROTEIN PRECURSOR j 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit (PRKAG3), mRNA j 


PM1-ST0262-261 199-001 -d12 ST0262 Homo sapiens cDNA j 
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Top Hit Descriptor 


Izc20f01 ,r1 Soares_senescent_fibroblasts_NbHSF Homo sapiens cDNA clone IMAGE:3226 
|gb:X72308 MONOCYTE CHEMOTACTIC PROTEIN 3 PRECURSOR (HUMAN); 


|RCO-TN0079-150900-025-h12 TN0079 Homo sapiens cDNA 


ql76h06.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:1 878299 3' similar to < 
|MER29.t3 MER29 repetitive element ; 


|nv04h11.s1 NCI_CGAP_Pr22 Homo sapiens cDNA clone IMAGE:1219269 3' 


jnv04h11.s1 NCI_CGAP_Pr22 Homo sapiens cDNA clone IMAGE:1219269 3' 


!ha24f04.x1 NCLCGAP_Kid12 Homo sapiens cDNA clone IMAGE:2874655 3' 


iHomo sapiens chromosome 21 segment HS21 C080 


]PM4-SN0020-u10400-009-h02 SN0020 Homo sapiens cDNA 


jHuman familial Alzheimer's disease (STM2) gene, complete cds 


Human DNA, SINE repetitive element 


iMRO-BT0659-220200-002-h07 BT0659 Homo sapiens cDNA 


|IL2-UM0076-070400-061-F11 UM0076 Homo sapiens cDNA 


! Gallus gallus Dach2 protein (Dach2) mRNA, complete cds 


HA2340 Human fetal liver cDNA library Homo sapiens cDNA 


JHA2340 Human fetal liver cDNA library Homo sapiens cDNA 


j AV647246 GLC Homo sapiens cDNA clone GLCAWC07 3' 


Homo sapiens DKFZP5S4O0463 protein (DKFZP564O0463), mRNA 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L) mRNA 


jRattus norvegicus RIM1B (RimlB) mRNA, complete cds 


(Homo sapiens chromosome 21 segment HS21C049 


Homo sapiens mannosidase, beta A, lysosomal (MANBA) gene, and ubiquitin-oonjugating ei 
(UBE2D3) genes, complete cd3 


Homo sapiens mannosidase, beta A, lysosomal (MANBA) gene, and ubiquitin-conjugating ei 
[UBE2D3) genes, complete cds 


Iqg59c03.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1 839460 3' similar to 
SW:MV10_MOUSE =23249 PROTEIN MOV-10. ; 


Homo sapiens chromosome Xq28 melanoma antigen family A2a (MAGEA2A), melanoma an 
(MAGEA12), melanoma antigen family A2b (MAGEA2B), melanoma antigen family A3 (MAC 
(CALT), NAD(P)H dehydrogenase-like protein (NSDHL), and Ll> 


Pongo pygmaeus olfactory receptor (PPY116) gene, partial cds 


Pongo pygmaeus olfactory receptor (PPY116) gene, partial cds 
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Top Hit Descriptor 


ha33d0S.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2875499 3' similar to contains THR!b3 I 
THR repetitive element ; | 


C1 8939 Human placenta cDNA (TFujiwara) Homo sapiens cDNA clone GEN-570C01 5' j 


hd30b04.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2910991 3' similar to contains I 
MER1.t3 MER1 MER1 repetitive element ; j 


Homo sapiens chromosome 21 segment HS21 C003 | 


ac77b08.s1 Stratagene lung (#93721 0) Homo sapiens cDNA clone IMAGE:868599 3' | 


502022560F1 NCI CGAP Brn67 Homo saaiens cDNA clone IMAGE:41 57991 5' ; 


Homo sapiens methionine aminopeptidase; elF-2-associated p67 (MNPEP), mRNA | 


EST1 8B868 HCC cell line (matastasis to liver in mouse) II Homo sapiens cDNA 5' end i 


301809932F1 NIH MGCJ8 Homo sapiens cDNA clone IMAGE:4040694 5' | 


CHR220532 Chromosome 22 exon Homo sapiens cDNA clone C22 728 5' ( ! 


HSC05F032 normalized infant brain cDNA Homo sapiens cDNA clone c-O5f03 3' j 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA j 


Homo sapiens chromosome 21 segment HS21C008 j 


=ST84555 Colon adenocarcinoma IV Homo sapiens cDNA 5' end | 


hw05a11.x1 NCI CGAP_Lu24 Homo sapiens cDNA clone IMAGE:31 8201 2 3' I 
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Human lambda-immunoglobulin constant region complex (germline) ] 


Homo sapiens calcium channel alphal E subunit (CACNA1 E) gene, exons 7-49, and partial ods, alternatively I 
spliced { 


Homo sapiens MHC class 1 region j 


AU119105HEMBA1 Homo sapiens cDNA clone HEMBA1 005050 5' j 


=?C5-BT0377-0D1299-031-D12 BT0377 Homo sapiens cDNA | 


301433087F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3918524 5' i 


Homo sapiens type 1 DNA topoisomerase gene, exon 8 | 


Homo sapiens type I DNA topoisomerase gene, exon 8 | 


7k08f04.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3443479 3' similar to TR:Q13537 Q13537 I 
SIMILAR TO POGO ELEMENT. ;contains L1 .t1 L1 repetitive element ; | 


Homo sapiens Xq pseudoautosomal region; segment 1/2 ] 


POLYPEPTIDE N-ACETYLGALACTOSAMINYLTRANSFERASE (PROTEIN-UDP 
ACETYLGALACTOSAMINYLTRANSFERASE) (UDP-GALNAC:POLYPEPTIDE, N- 
ACETYLGALACTOSAMINYLTRANSFERASE) (GALNAC-T1 ) 


Homo sapiens chromosome 21 segment HS21C080 | 


Top Hit 

Database 


| EST HUMAN | 


EST_HUMAN | 


ESTJHUMAN | 


NT | 


EST HUMAN | 


EST HUMAN I 


NT | 


| 
1 


EST HUMAN | 


| 
1 


EST HUMAN | 


NT | 


NT | 


EST_HUMAN | 


EST HUMAN I 


| 


NT | 


z 


NT | 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


NT | 


z 


EST_HUMAN | 


NT 


SWISSPROT 


NT i 


Top Hit Acession 


AW470791.1 | 


C18939.1 | 


1 
1 


1 
< 


AA664377.1 ! 


BF347728.1 i 


I 


AA31 5045.1 | 


| 


H55593.1 | 


1 

a 




1 




BE326517.1 


BE326517.1 | 


i 


IAF223391.1 | 


1 
< 


AU119105.1 | 


I 


1 


1 


I 

S 


IBF056540.1 | 


AJ271 735.1 | 


Q10473 


AL163280.2 j 


Most Similar 
(Top) Hit 
BLAST E 
Value 


2.0E-30 


1. OE-30 1 


1 .OE-30 




.OE-30 


OS-30' I 


1 




.OE-30] 


.OE-30 


9.0E-31 j 


8.0E-31 j 


2 
§ 


7.0E-31 1 


7.0E-31 1 


7.0E-31| 




6.0E-31 1 




6.0E-31 1 


6.0E-31 1 


6.0E-31 [ 


5.0E-31 1 




5.0E-31 1 


4.0E-31 1 


4.0E-31 


4.0E-31 1 


















Expression 


4.47| 












s 


s 






2.04| 


1.64| 










s 








s 




2.85| 






3.78I 


s 


8 


ORFSEQ 

ID NO: 






20281 




l 


22187! 




22736I 








§ 

8 






22392I 


8 








i 


1 




f2 
8 


1 










Exon 
SEQ ID 
NO: 


I7G52 


§ 




1 


2Q52j 


1 




1 


1 


1 




0977 






2500 


2500 




1 


1 


i 




1 








0519 


! 


1674 1 


























































Probe 
SEQ ID 
NO: 


| 7802 


8 




1 


2165 


2413 


c 
a 


30151 


1 


9733 1 


7013[ 


1 


1 


1 








1 




81 20 1 




8 


S 


S 




s 


1 


1776 
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Top Hit Descriptor 


jDKFZp547B235_r1 547 (synonym: hfbrl) Homo sapiens cDNA clone DKFZp547B235 5' 


jMR3-ST0220-151299-028-a08_1 ST0220 Homo sapiens cDNA 


jHomo sapiens minisatellite cebl repeat region 


qf21h03.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:1750709 3' similar to TR:Q16595 

\Q 16595 FRATAXIN.; | 


iHuman familial Alzheimer's disease (STM2) gene, complete cds 


iAV723976 HTB Homo sapiens cDNA clone HTBAAG01 5' j 


|oz1 5a09.x1 Scares JetalJiver_spleen_1NFLS. S1 Homo sapiens cDNA clone IMAGE:1675384 3' 


NUCLEAR ENVELOPE PORE MEMBRANE PROTEIN POM 121 (PORE MEMBRANE PROTEIN OF 121 
KD)(P145) 


IHuman chromosome 22 immunoglobulin V(K)I gene, part, with 5' breakpoint between orphon and I 
neighbouring non-amplified region | 


jtm34a10.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:21 59994 3' similar to contains MER29.t3 
! MER29 repetitive element ; 


I601511530F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3913087 5' 


IHomo sapiens PRQ1181 mRNA, complete cds 


Homo sapiens chromosome 21 segment HS21 C046 


jHomo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


jHomo sapiens AT-binding transcription factor 1 (ATBF1), mRNA i 


jHomo sapiens FLI-1 gene, partial I 


|AV731 500 HTF Homo sapiens cDNA clone HTFAKC07 5' 


|AV758634 BM Homo sapiens cDNA clone BMFBBH 12 5' 


IAV758634 BM Homo sapiens cDNA clone BMFBBH12 5' 


jz.95a07.s1 Scares _fetal_liver_spleen_1 NFLS_S1 Homo sapiens cDNA clone IMAGE:448500 3' similar to 
jcontains THR.t3 THR repetitive element ; 


|601 1 56285F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3139701 5' 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax (Drosophila) homolog); translocated to, 4l 
(MLLT4) mRNA 


ihcrr.o sapiens myeio a/lymphoid or mixed-lineage leukemia (trithorax (Drosophila) homolog); translocated to, 4| 
(MLLT4) mRNA 


601 1 56285F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3139701 5' | 


S601173631F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3529159 5' 


IH.sapiens mRNA for myosin | 


IH.sapiens mRNA for myosin j 


Top Hit 
Database 


EST HUMAN | 


EST HUMAN | 


NT j 


EST HUMAN | 


NT i 


? 
2 

I 


EST HUMAN | 


SWISSPROT | 


NT 


EST HUMAN | 


EST_HUMAN | 


NT | 


NT | 


NT [ 




NT 


EST HUMAN j 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


NT 


NT | 


EST HUMAN | 


EST HUMAN | 


NT | 


NT ! 


Top Hit Acession 
No. 


1 


]AW391679.1 [ 


|AF048727.1 


AI086434.1 


I 


|AV723976.1 


!AI056770.1 ! 


P52591 


1x17283.1 | 


AI478104.1 


1 


IAF116627.1 | 


JAL163246.2 


! 11432574| 


11 432574 1 


]Y1 7293.1 


]AV731500.1 


IAV758634.1 | 


IAV758634.1 j 


1 


1 




5174574' 


]BE279088.1 


s 

Si 


IZ38133.1 j 


IZ38133.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 


| 1.0E-31 


! 1.0E-31| 


| 1.0E-31| 


| 1.0E-31j 


| 9.0E-32| 


] 9.0E-32| 


I 8.0E-32; 


j 7.0E-32 


2 


6.0E-32i 


| 6.0E-32j 


5.0E-32| 


| 4.0E-32j 


| 4.0E-32| 


4.0E-32[ 


j 3.0E-32| 


| 3.0E-32| 


! 3.0E-32| 


; 3.0E-32| 


2 


2 


2 


j 3.OE-32I 


i 3.0E-32| 


! 2.0E-32| 


2.0E-32| 


2.0E-32| 


Expression 
Signal 


| 1.01 






! 2.72 1 


| 














29.57| 


i 174! 


| 2.821 


2.82 [ 




I 7.67I 


: 6.73| 






3.04| 


j? 






1 


19.01 [ 




ORFSEQ 
ID NO: 


| 24210 


| 24927| 




| 28411 1 








8 

3 




2245e| 




20779 [ 






26511 | 


2021 3 1 


21210| 


27477| 


27478| 


28421 | 




1 24882I 


8 




! 24454j 




1 


SEQ ID 
NO: 




s 




^ 18167| 






1 






§ 




10936| 


1 


16342| 


16342| 


10392| 


11343| 


17271 | 


172711 


1817b| 


1 


§ 




| 19314[ 


1 


1 




Probe 
SEQ ID 
NO: 


| 4535^ 


| 5235 I 


| 5728| 






§ 


| 2032| 


I 4754] 


1 


I 2702| 


I 


| 1018| 


1 


1 


| 6484| 


448 


| 1438| 


| 7404| 


1 74041 


1 


1 


1 


§ 


§ 


I 47831 
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Top Hit Descriptor 


naa33a08.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:32581 34 3' similar to TR:07591 2 j 
075912 DIACYLGLYCEROL KINASE IOTA. ; | 


601 809588F1 NIH_MGC_18 Homo sapiens cDNA clone IMAGE:4040324 5' J 


601 236468F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3608513 5' J 


602184624T1 NIH_MGC_42 Homo sapiens cDNA clone IMAGE:4300660 3' J 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA | 


ah53h03.s1 Soares testis NHT Homo sapiens cDNA clone 1309397 3' I 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA j 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA | 


Homo sapiens mRNA for KIAA1365 protein, partial cds j 


H. sapiens immunoglobulin kappa light chain variable region L14 | 


Homo sapiens clk2 kinase (CLK2), propinl , cotel , glucocerebrosidase (GBA), and metaxin genes, complete 
cds; metaxin pseudogene and glucocerebrosidase pseudogene; and thrombospondin3 (THBS3) gene, partial 


601431984F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3917229 5 1 | 


qg38c05.x1 Soarec_tcotio_NHT Homo capicno cDNA clone IMAGE:1837448 3' similar to | 
SW:Y249_HUMAN Q92539 HYPOTHETICAL PROTEIN KIAA0249. ; ! 


qg38c05.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1837448 3' similar to 
SW:Y249_HUMAN Q92539 HYPOTHETICAL PROTEIN KIAA0249. ; | 


zh84f12.r1 Soares_fetal_liver_spleen_1 NFLS_S1 Homo sapiens cDNA clone IMAGE:428015 5' j 


601109719F1 NIH_MGC_16 Homo sapiens cDNA clone 1MAGE:3350405 5' j 


yu98a07.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:241236 5' similar to contains I 
PTR5 repetitive element ; j 


601 300705F1 N1H_MGC_21 Homo sapiens cDNA clone IMAGE:3635401 5' |, 


ht09g01 .x1 NCI_CGAP_Kid13 Homo sapiens cDNA clone IMAGE:3146256 3' similar to contains MER29.D3 I 
MER29 repetitive element ; j 


DKFZp434L148_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434L14B 5' | 


601125260F1 NIH_MGC_8 Homo sapiens cDNA clone IMAGE:3345063 5' I 


Homo sapiens phospholipid soramblase 1 gene, complete cds j 


MR1-TN0045-130SOO-010-e01 TN0045 Homo sapiens cDNA [ 


7n25a09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3565361 3' similar to TR:Q9QZH7 j 
Q9QZH7 F-BOX PROTEIN FBL2. ; j 


7n25a09.x1 NCI_CGAP Lu24 Homo sapiens cDNA clone IMAGE:3565361 3' similar to TR:Q9QZH7 j 
Q9QZH7 F-BOX PROTEIN FBL2. ; j 


Top Hit 


|1 


EST HUMAN 


ESTJHUMAN 


EST HUMAN 


EST HUMAN 


NT i 


EST HUMAN 


NT 


NT | 


NT | 


NT | 


NT 


EST HUMAN 


EST HUMAN | 


EST HUMAN ! 


EST HUMAN 


EST HUMAN 


EST HUMAN | 


EST HUMAN i 


EST HUMAN | 


EST HUMAN j 


EST HUMAN \ 


NT I 


EST HUMAN | 


EST HUMAN | 


EST_HUMAN | 




i 


BF589937.1 


BF183195.1 


BE378480.1 


BF569282.1 


1 


AA757115.1 




1 


AB03778S.1 


1 


1 


£ 
1 


1 


AI208765.1 


AA001 786.1 


BE257907.1 


H91193.1 


BE409102.1 


BE350127.1 


< 




AF224492.1 


BF376402.1 


1 


BF433100.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 


8.OE-35I 


8.0E-35| 


8.0E-35| 


8.0E-35| 


2 


6.0E-35| 


6.0E-35| 


6.0E-35| 


6.0E-35I 


5.0E-35| 


5.0E-35 


5.0E-35| 


5.OE-35I 


5.0E-35 


5.0E-35| 


4.0E-35| 


4.OE-35I 


4.0E-35| 


4.OE-35I 


2 


3.0E-35| 


3.0E-35| 


3.0E-35| 


3.OE-35I 


3.OE-35I 


1 
1 


<t 








3.49| 


1.52| 


1.281 








2.29 1 






2.ie| 


2.1sj 




14.911 
















R 
Si 


22.73 1 




ID NO: 


1 


1 


28217| 




25937| 


21154| 




1 


277711 


21454| 




















| 








1 


24972| 


SEQ ID 

NO: 


1 


I 


1 


8 
8 


15811[ 


1 


1 


1 


175481 


1 




I 




S 


1 












f 




1 




15197| 


SEQ ID 
NO: 


1703 


4761 


S 


9265, 


I 






i 


I 


1 


4311 


I 


677s| 






1415| 


177b| 


5042| 






1561 1 


2283 1 


4793 [ 


5275) 


5275| 
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1 op Hit Descriptor 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA | 


PM3-BN0176-100400-001-g04BN0176 Homo sapiens cDNA | 


RETROVIRUS-RELATED POL POLYPROTEIN [CONTAINS: REVERSE TRANSCRIPTASE ; j 
| ENDONUCLEASE] j 


601298574F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3628386 5' | 


2820020.5prime NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2820020 5' j 


601282266F1 NIH MGC_44 Homo sapiens cDNA clone IMAGE:3604168 5' | 


601232266F1 NIH MGC_44 Homo sapiens cDNA clone IMAGE:36041 68 5' | 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), trancript variant 3, mRNA | 


Human platelet Glycoprotein Mb (GPIIb) gene, exons 2-29 | 


Homo sapiens DNA for amyloid precursor protein, complete cds j 


Homo sapiens DNA for amyloid precursor protein, complete cds | 


zu69c1 0.r1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:743250 5' | 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic 2 (NFATC2), mRNA 1 


AV753629 TP Homo sapiens cDNA clone TPGABH01 5' | 


Homo sapiens neurexin Ill-alpha gene, partial cds | 


Homo sapiens KIAA0952 protein (KIAA0952), mRNA | 


Mus musculus junctophilin 1 (Jp1-pending), mRNA J 


601458531 F1 Nl H_MGC_66 Homo sapiens cDN A clone IMAGE:3862086 5' j 


601106343F1 NIH_MGC_16 Homo sapiens cDNA clone IMAGE:3342706 5 1 j 


QV0-OT0030-240300-1 74-h04 OT0030 Homo sapiens cDNA | 


Mus musculus p47-phox gene, complete cds j 


EST06648 Infant Brain, Bento Soares Homo sapiens cDNA clone H1BBJ28 5' end [ 


yc44a07.r1 Stratagene liver (#937224) Homo sapiens cDNA clone IMAGE:83508 5' I 


601300938F1 NIHJ/1GCJ21 Homo sapiens cDNA clone IMAGE:3635480 5' | 


RC1 -HT0217-131 199-021-h07 HT0217 Homo sapiens cDNA | 


RC1-HT0217-131 199-021-h07 HT0217 Homo sapiens cDNA | 


6Q21364S3F1 NIH_MGC_83 Homo sapiens cDNA clone 1MAGE:4272886 5' j 


wb37c12.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2307862 3' similar to contains Alu I 
repetitive element; 


zc5 1 a 1 2.r1 Stratagene endothe'la' cell S37223 Homo sapiens cDNA clone IMAGE:590398 5' | 


zc51 a1 2.M Stratagene endothe ia: cell 937223 Homo sapiens cDNA clone IMAGE:590398 5' [ 


>:eS2b07.x1 NCI_CGAP_Brn35 Homo sapiens cDNA clone IMAGE:2614357 3' | 


QV3-NN1023-01060C-199-h01 NN1023 Homo sapiens cDNA [ 


Top Hit 


ij 


NT | 


EST HUMAN | 


SWISSPROT | 


EST HUMAN | 


EST HUMAN [ 


EST HUMAN I 


1 

CO 




NT | 


NT ! 


z 


I 

X 


NT | 


EST HUMAN | 


NT | 


NT j 


NT I 


EST HUMAN | 


EST HUMAN | 


EST_HUMAN [ 


NT | 


EST HUMAN | 


EST HUMAN | 


ESTJHUMAN | 


EST HUMAN | 


z 

s 

=> 
I 


EST HUMAN | 


z 
1 

I 


z 

I 


EST HUMAN | 


EST HUMAN | 


EST_HUMAN | 


Top Hit Acession 






BE010038.1 


|p102B6 


BE382574.1 


AW247772.1 | 




s 




M33320.1 | 


D87675.1 I 


D87675.1 


AA400370.1 | 


11420516| 


AV753629.1 i 


l 

< 


7652401 | 


10181139| 


55 

B 
8 


BE259267.1 j 


AW880376.1 | 


AF267747.1 | 


T08756.1 ! 


1 


BE409310.1 j 


BE1 46523.1 | 


1 


BF673761 .1 j 


AI867714.1 I 


I 

i 


AA148034.1 i 


AW 103658.1 | 


§ 
I 


Most Similar 
(Tod) Hit 


BLAST E 
Value 


5.0E-36| 




| 4.0E-36 


4.0E-36, 


4.0E-36| 


4.0E-36| 


4.0E-36I 


s 


4.0E-36 


4.0E-36I 


<? 


4.0E-36| 


4.0E-36| 


1 




3.0E-36| 


3.0E-36| 


1 


3 


2.0E-36| 


2.0E-36| 


2.0E-36| 


a 


.OE-36! 


.0E-36I 


.0E-36| 


.OE-36 j 


I .OE-36! 


.OE-36! 


.OE-36! 


•OE-36 1 


.OE-36! 




















§ 

1 

1 


1 








1.58 1 




3.21| 


3.211 




1.74 






2.19| 






2.73| 


0.89 j 


5.15| 






S 


2.16| 










S 








2.03 ] 




1 


ORFSEQ 


ID NO: 


25337 


1 




21389 




23036 


23037 




26547 






1 






20437; 


22033 1 


24081 | 




1 


24534 | 




25556 1 


1 






21885| 






1 


26712, 


27287I 


2791 7| 


c 

LU 




9010! 






1530 


2062 


3231 


3231 


i 


6370 


1 


s 


3233 


8 


1 


0614 


2136 


4297 






4757 






§ 


1 


1987 


1987 




§ 


s 


3520, 


7097 
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NO: 


S318 


1205 


| 1424 


1 


21751 


3310 1 


3310 1 


1 




I 


I 


8356 1 


§ 


§ 

s 




2252| 


4402| 


8452| 


3132| 


4877 


5371 


5567 [ 




1 


§ 

8 


1 


2155[ 


| 5752 


1 


1 


7220 1 


7824 1 
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Top Hit Descriptor 


|AU131202 NT2RP3 Homo sapiens cDNA clone NT2RP30021S6 5' | 


|AU131202 NT2RP3 Homo sapiens cDNA clone NT2RP3002166 5' " \ 


|Homo sapiens chromosome 21 segment HS21 C047 ] 


jHomo sapiens cytochrome P450, subfamily XXVIIA (steroid 27-hydroxylase, cerebrotendinous 1 
|xanthomatosis), polypeptide 1 (CYP27A1 b) mRNA I 


|EST52931 Fetal heart II Homo sapiens cDNA 5' end j 


1601 8691 57F1 NIH MGC 17 Homo sapiens cDNA clone IMAGE:41 11406 5' j 


|Homo sapiens J domain containing protein 1 isoform b (JDP1) mRNA, complete cds j 


jHomo sapiens pescadillo (zebrafish) homolog 1, containing BRCT domain (PES1), mRNA | 


jHomo sapiens chromosome 21 segment HS21 C081 | 


iHomo sapiens ribonudease III (RN3) mRNA, complete cds j 


:601448619F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3B52652 5' j 


;QV0-FN0180-280700-318-c10 FN0180 Homo sapiens cDNA ! 


zp21 b02.r1 Stratagene neuroepithelium (8937231) Homo sapiens cDNA clone IMAGE:610059 5' similar to I 
^contains L1 .t2 L1 repetitive element ; | 


jHuman somatic cytochrome c (HC1 ) processed pseudogene, complete cds j 


Z 
Q 

i 

f 
I 

1 
t 

I 

i 

5 


Rattus norvegicus multidomain presynaptic cytomatrix protein Piccolo (LOC56768), mRNA | 


| Homo sapiens Grb2-associated binder 2 (KIAA0571 ), mRNA j 


602018401 F1 NCI CGAP Brn67 Homo sapiens cDNA clone IMAGE:41 53992 5' | 


iHomo sapiens Grb2-associated binder 2 (KIAA0571), mRNA \ 


jEST384920 MAGE resequences, MAGL Homo sapiens cDNA | 


'601 455722F1 NIH MGC 66 Homo sapiens oDNA clone IMAGE:3859348 5' | 


Homo sapiens zinc finger protein ZNF2B7 (ZNF287), mRNA | 


Homo sapiens zinc finger protein ZNF287 (ZNF287), mRNA j 


iHomo sapiens chromosome 1 2 open reading frame 3 (C120RF3), mRNA j 


jHomo sapiens DNA for Human P2XM, complete cds j 


|EST383908 MAGE resequences, MAGL Homo sapiens cDNA \ 


jHomo sapiens RIBIIR gene (partial), exon 8 j 


|601450148F1 NiH_MGC_65 Homo sapiens cDNA clone IMAGE:3854074 5' | 


B.taurus mitochondrial aspartate aminotransferase mRNA, complete CDS j 


B.taurus mitochondrial aspartate aminotransferase mRNA, complete CDS | 


Homo sapiens chromosome 12 open reading frame 3 (C120RF3), mRNA | 


Homo sapiens homeobox protein CDX4 (CDX4) gene, complete cds and flanking repeat regions j 


Top Hit 
Database 


EST HUMAN 


ESTHUMAN 


z 


z 


EST HUMAN j 


EST HUMAN | 


z 


z 


z 




EST HUMAN | 


EST HUMAN j 


:EST_HUMAN | 


z 


EST HUMAN | 






EST HUMAN [ 




EST HUMAN | 


EST HUMAN | 








H 


EST HUMAN | 




3 

X 










Top Hit Acession 
No. 


|AU131202.1 


|AU131202.1 


1 
< 


1 
8 


|AA346720.1 


jBF204032.1 


(AF176013.1 




1 

< 


JAF189011.1 


|BE872365.1 




1 
< 


]M22878.1 


IBE771814.1 | 


10048482| 




1 


11436955| 


|AW972825.1 | 


1BF033033.1 | 






11435947| 
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Top Hit Descriptor 


|Homo sapiens HIRA interacting protein 4 (dnaJ-like) (HIRIP4), mRNA 


!SSU72 PROTEIN 


1 

1 


|6011 57633F1 NIH_MGC_21 Homo sapiens cDNA clone 1MAGE:3504272 5' 


|Homo sapiens chromosome 21 segment HS21 C1 00 


|CM3-FT0181-140700-241-f07 FT0181 Homo sapiens cDNA 


yv88b04.r1 Scares melanocyte 2NbHM Homo sapiens cDNA done IMAGE:249775 5' 


yv88b04.r1 Scares melanocyte 2NbHM Home sapiens cDNA done IMAGE:249775 5' 


iHomo sapiens chromosome 21 segment HS21 C048 


5? 

i 
1 
i 

I 
1 


IHomo sapiens SMT3 (suppressor of mif two 3, yeast) homolog 2 (SMT3H2), mRNA 


zw30d01 .r1 Scares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:770785 5' 
;SW:MA12_RABIT P45701 MANNOSYL-OLIGOSACCHARIDE ALPHA-1 ,2-MANNOS 


Izw30d01 .r1 Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:770785 5' 
|SW:MA12„RABIT P45701 MANNOSYL-OLIGOSACCHARIDE ALPHA-1 ,2-MANNOS 


MR3-HT0487-1 50200-1 13-g01 HT0487 Homo sapiens cDNA 


hu08g02.x1 NCI_CGAP Lu24 Homo sapiens cDNA clone IMAGE:3166130 3' similar h 
GAG POLYPROTEIN. ; 


Homo sapiens mRNA for KIAA0145 protein, partial cds 


QV2-HT0698-080800-293-a05 HT0698 Homo sapiens cDNA 


Homo sapiens leucine-rlch repeat-containing G protein-coupled receptor 6 (LGR6) mRI 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 6 (LGR6) mRt 


AV726988 HTC Homo sapiens cDNA clone HTCAXH07 5' 


Homo sapiens gene for kinesin-Iike protein, complete cds 
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E1 beta=pyruvate dehydrogenase beta {promoter} [human, placenta, Genomic, 1 280 nt] 


Homo sapiens sulfotransferase-related protein (SULTX3), mRNA 


zu62b02.r1 SoaresJes«s_NHT Homo sapiens oDNA clone IMAGE:742539 5' similar tc 
MER19 repetitive element ; 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


Homo sapiens KIAA0173 gene product (KIAA0173), mRNA 


homo sapiens cyclin K (CCNK) gene, exon 7 
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Top Hit Descriptor 


IHomo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, pseudoinflammatory) (TIMP3)| 
|mRNA | 


|Hcmo sapiens mRNA for KIAA1244 protein, partial cds I 


|Homo sapiens ubiquitin specific protease 1 3 (isopeptidase T-3) (USP13) mRNA j 


|Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13) mRNA j 


7H15A04 Chromosome 7 HeLa cDNA Library Homo sapiens cDNA clone 7H15A04 j 


|601288958F1 NIH_MGC_8 Homo sapiens cDNA clone 1MAGE:3619166 5' j 


l^man DNA polymerase gamma mRNA, nuclear gene encoding mitochondrial protein, complete cds | 


(Human DNA polymerase gamma mRNA, nuclear gene encoding mitochondrial protein, complete cds | 


jHomo sapiens chromosome 21 segment HS21 C046 | 


|eST70527 T-cell lymphoma Homo sapiens cDNA 5' end similar to similar to zinc finger protein family ) 


|esT70527 T-cell lymphoma Homo sapiens cDNA 5* end similar to similar to zinc finger protein family | 


]hz40g01 .x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3210480 3' ) 


jHomo sapiens fatty acid desaturase 1 (FADS1), mRNA j 


jHomo sapiens fatty acid desaturase 1 (FADS1), mRNA { 


| AV653028 GLC Homo sapiens cDNA clone GLCDGF04 3' j 


|AV653028 GLC Homo sapiens cDNA clone GLCDGF04 3' | 


(Homo sapiens chromosome 21 segment HS21 C085 ( 


tt91 b01 .x1 NCI_CGAP Pr28 Homo sapiens cDNA clone IMAGE:2248873 3' similar to TR:O73505 073505 I 
POL PROTEIN. ; I 


jHomo sapiens X-linked anhidroitic ectodermal dysplasia protein gene (EDA), exon 2 and flanking repeat j 
jregions j 


IHomo sapiens KIAA0433 protein (KIAA0433), mRNA | 


|nv34e10.r1 NCI_CGAP_Br4 Homo sapiens cDNA clone IMAGE:1222122 j 


jPMO-BN0167-070500-002-h12 BN0167 Homo sapiens cDNA [ 


jPMO-BN0167-070500-002-h12 BN0167 Homo sapiens cDNA j 


|RC1-CN001 7-1 20200-012-e04 CN001 7 Homo sapiens oDNA I 


jwhl 2f07.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE2380549 3' f 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain | 
(TM) and short cytoplasmic domain, (semaphorin) 5A (SEMA5A), mRNA I 
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Top Hit Descriptor 


EST367438 MAGE resequences, MAGC Homo sapiens cDNA j 


6010S1284F1 NIHJ/IGCJO Homo sapiens cDNA clone IMAGE:3447620 5' I 


Human endogenous retrovirus pHE.1 (ERV9) j 


UI-H-BI1-afn-e-04-0-Ul.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:2721871 3' | 


Homo sapiens partial C9 gene for complement component C9, exon 1 | 


Homo sapiens partial C9 gene for complement component C9, exon 1 j 


Homo sapiens NADH-ubiquinone oxidoreductase AGGG subunit precursor homolog mRNA, nuclear gene I 
encoding mitochondrial protein, complete cds 


Homo sapiens NADH-ubiquinone oxidoreductase AGGG subunit precursor homolog mRNA, nuclear gene I 
encoding mitochondrial protein, complete cds | 


Homo sapiens rec (LOC51201), mRNA | 


Homo sapiens PDNP1 gene, exon 17 I 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA-DMA) mRNA j 


Homo sapiens origin recognition complex, subunit 5 (yeast homolog)-Iike (ORC5L) mRNA, and translated 1 
products | 


Homo sapiens KIAA0255 gene product (KIAA0255), mRNA j 


Homo sapiens chromosome 21 segment HS21 C067 | 


Homo sapiens chromosome 21 segment HS21 C080 | 


RC3-ST0197-161099-012-a03 ST0197 Homo sapiens cDNA j 


Homo sapiens proteasome inhibitor (PI31 ), mRNA j 


Homo sapiens proteasome inhibitor (PI31 ), mRNA [ 


Homo sapiens ryanodine receptor 3 (RYR3) mRNA j 


Homo sapiens mRNA for KIAA1288 protein, partial cds I 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23) mRNA j 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23) mRNA j 


Homo sapiens chrcmodcmain protein, Y chromosome-like (CDYL) mRNA j 


Zt79a07.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:728532 3' I 


AV736824 CB Homo sapiens cDNA clone CBLAKH08 5' [ 


AV736824 CB Homo sapiens cDNA clone CBLAKH08 5' [ 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA | 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA [ 


Homo sapiens hypothetical protein FLJ20297 (FU20297), mRNA [ 


2822251 ,5prime NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2822251 5' | 
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Top Hit Descriptor 


H.sapiens gene encoding La auioantigen | 


AML1 -EVI-1 =AML1 -EVI-1 fusion protein {rearranged translocation} [human, leukemic cell line SKH1, mRNA I 


E 

1 

1 
1 


nk55d06.s1 NCI_CGAP_Pr7 Homo sapiens cDNA clone IMAGE:1017419 | 


Mus musculus otogelin (Otog), mRNA ; 


Mus musculus otogelin (Otog), mRNA j 


Human ribosomal RNA upstream binding transcription factor (UBTF) gene, partial cds 1 


aa88f1 1 .s1 Stratagene fetal retina 937202 Homo sapiens cDNA clone IMAGE:838413 3' similar to contains I 
THR.t2 THR repetitive element ; | 


Homo sapiens hypothetical protein (HSA011916), mRNA j 


Homo sapiens SET domain and mariner transposase fusion gene(SETMAR) mRNA ] 


qdS1 c09.x1 SoaresJestisJMHT Homo sapiens cDNA clone IMAGE:1733968 3' similar to contains PTR7.r3 I 
PTR7 PTR7 repetitive element ; j 


UI-H-BI1-afi-a-09-0-Ul.s1 NCI CGAP Sub3 Homo sapiens cDNA clone IMAGE:2721 71 2 3' I 


Human ribosomal protein L23a mRNA, complete cds | 


FB1G5 Fetal brain, Stratagene Homo sapiens cDNA clone FB1G5 3'end similar to LINE-1 j 


Homo sapiens Ras-like GTP-binding protein (RAB27A) gene, exons 1 b and 2 j 


Homo sapiens Ras-like GTP-binding protein (RAB27A) gene, exons 1b and 2 | 


Hono sapiens chrcmo; o:ne 21 segment HS21C084 | 


60202231 3F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:41 57666 5' I 


Hono sapisns Sp4 transcription factor (SP4) mRNA f 


Homo sapiens Sp4 transcription factor (SP4) mRNA | 


yg40e01 .r1 Soares infant brain 1 NIB Homo sapiens cDNA clone IMAGE:34732 5' similar to | 
SP:BD38_MOUSE P26650 BRAIN PROTEIN DN38 ; 


Homo sapiens 8q22.1 region and MTG8 (CBFA2T1) gene, partial cds i 


EST375749 MAGE resequences, VAGH Homo sapiens cDNA 
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Homo sapiens calcium channel, voltage-dependent, alpha 1E subunit (CACNA1E), mRNA f 


DKFZp761D1015_r1 761 (synonym: ham/2) Homo capcrc cDNA clone DKFZp76' D' 015 5' [ 


wb99o04.x1 NCI CGAP Pr28 Homo sapiens cDNA clone IMAGE:2313775 3' | 


Homo sapiens cadhern EGF LAG seven-pass G-type receptor 1 (CELSR1), mRNA |! 


Ch23g01.x1 Scares_l\FL_T_GBC_S1 homo sapiens cDNA clone IMAGE:1845552 3' [ 


ch23g01.x1 Scsres_rsFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1 845552 3' i 


H .sapiens DNA for Cone cGMP-FDE gene J 
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Top Hit Descriptor 


Homo sapiens mRNA for thymidine kinase, partial i 


Homo sapiens myosin mRNA, partial cds | 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide F (POLR2F), mRNA 1 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA I 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA j 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA j 


ye89e01.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:124920 5' j 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma (LPP) mRNA j 


1 

s? 
a 
& 
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M 
? 
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E 
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f 
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Homo sapiens minisatellite ms32 repeat region 1 


Homo sapiens chromosome 21 unknown mRNA j 


Homo sapiens chromosome 21 unknown mRNA I 


AU1 59839 Y79AA1 Homo sapiens cDNA clone Y79AA1 000496 3' j 


EST366120 MAGE resequences, MAGC Homo sapiens cDNA I 


Homo sapiens KIAA0851 gene (partial), XT3 gene and LZTFL1 gene j 


Homo sapiens KIAA0851 gene (partial), XT3 gene and LZTFL1 gene j 


tn40d02Xl NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:21 70083 3' similar to contains OFR.M I 
OFR OFR repetitive element ; 


AU124571 NT2RM4 Homo sapiens cDNA clone NT2RM4000218 5' I 


Homo sapiens chromosome 21 segment HS21 C1 03 I 


Homo sapiens carboxyl terminal LIM domain protein (CLIM1) mRNA, complete cds I 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 1 


601491 529F1 NIH MGC 69 Homo sapiens cDNA clone 1MAGE:3893839 5' l- 


zp1 8b05.r1 Stratagene fetal retina 937202 Homo sapiens cDNA clone IMAGE:609777 5' I 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1) mRNA f 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1 ) mRNA I 


Homo sapiens transmembrane trafficking protein (TMP21 ), mRNA j 


Homo sapiens transmembrane trafficking protein (TMP21 ), mRNA t 


Homo sapiens RAB36 (RAB36) mRNA, complete cds 


hwl4g06.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3182938 3' similar to SW:OXYB_HUMANt 
P22059 OXYSTEROL-BINDING PROTEIN. ; | 


Homo sapiens tissue-type bone marrow zinc finger protein 4 mRNA, complete cds I 


Human mRNA for integrin alpha subunjt, complete cds ^ 
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Top Hit Descriptor 


601284360F1 NIH_MGC_44 Homosapiens cDNA clone IMAGE:3606183 5' j 


601284360F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3606183 5' I 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1 A), mRNA j 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA | 


Human pro-a2 chain of collagen type XI (COL1 1A2) gene, complete cds [ 


Homo sapiens chromosome 21 open reading frame 1 (C21orf4) l mRNA | 


Homo sapiens mRNA for KIAA1591 protein, partial cds | 


601289116F1 NIH_MGC_8 Homo sapiens cDNA clone IMAGE:3519803 5' | 


Homo sapiens niban protein (NIBAN), mRNA J 


601511226F1 NIH MGC 71 Homo sapiens cDNA clone IMAGE:3912535 5' j 


Human mRNA for KIAA0299 gene, partial cds j 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA | 


Homo sapiens hypothetical protein FLJ20454 (FLJ20454), mRNA | 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA | 


Homo sapiens calcium channel, voltage-dependent, alpha 1 1 subunit (CACNA1 1), mRNA j 


Mus musculuo keratin complex 2, gene 6g (Krt2-6g), mRNA | 


Homo sapiens chromosome 21 segment HS21 C009 | 


2822449.5prime NIH_MGC_7 Homo sapiens cDNA clone 1MAGE:2822449 5' [ 


«32f08.x1 NCI_CGAP_Gas4HomosapienscDNAcloneIMAGE:21321993'similartogb:J00314 rna2 j 
TUBULIN BETA-1 CHAIN (HUMAN); f 


ti32f08.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:21 321 99 3' similar to gb: J0031 4_rna2 I: 
TUBULIN BETA-1 CHAIN (HUMAN); \ 


RC5-HT0506-280200-012-C12 HT0506 Homo sapiens cDNA j 


601277292F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:3618119 5' | 


RC4-BT031 0-1 1 0300-01 5-f 1 0 BT031 0 Homo sapiens cDNA | 


Homo sapiens hypothetical protein FLJ10847 (FLJ10847), mRNA | 


601 822835F1 NIH_MGC_77 Homo sapiens cDNA clone IMAGE:4042736 5' | 


Homo sapiens chromosome 21 segment HS21 C046 [ 


wm31f08.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2437575 3' similar to contains MER19.t2 I 
MER1 9 repetitive element ; j 


wm31f08.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2437575 3' similar to contains MER19.t2 I 
MER19 repetitive element ; | 


ts58h10.x1 NCI CGAP_Kid8 Homo sapiens cDNA clone IMAGE:2232835 3' similar to TR:O60363 060363 I 
SA GENE. ; \ 
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Top Hit Descriptor 


|601478409F1 NIH_MGC_68 Homo sapiens cDNA clone IMAGE:3880995 5' | 


j Homo sapiens chromosome 21 segment HS21 C01 0 j 


7d81 g01 .x1 Lupski_dorsal_root_ganglion Homo sapiens cDNA clone IMAGE3279408 3' | 


7d81 g0 1 .x1 Lupski_dorsal_root_jganglion Homo sapiens cDNA clone IMAGE:3279408 3' I 


naa38f07.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:3258757 3' similar to TR:O75202 j 
|O75202 HOMOLOG OF RAT KIDNEY-SPECIFIC ; | 


j6O2021 164F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:4156670 5' | 


Ino54e09.s1 NCI_CGAP_SS1 Homo sapiens cDNA clone I MAGE: 1104520 3' similar to gb:X53741_rna1 I 
|FIBULIN-1, ISOFORM A PRECURSOR (HUMAN); ] 


hl86c03.x1 NCLCGA? Lu24 Homo sapiens cDNA clone IMAGE:3008836 3' similar to gb:X14008 rnal 
LYSOZYME C PRECURSOR (HUMAN);contains element MER37 repetitive element ; 


h!86c03.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3008836 3' similar to gb:X14008_rna1 
LYSOZYME C PRECURSOR (HUMAN);contains element MER37 repetitive element ; 


jHuman endogenous retrovirus RTVL-HZ j 


IHomo sapiens mRNA for K1AA0622 protein, partial cds \ 


|Homo sapiens mRNA for KIAA0622 protein, partial cds j 


jHuman Ig germline gamma-3 heavy-chain gene V region, partial cds | 


jHuman Ig germline gamma-3 heavy-chain geneV region, partial cds j 


Homo sapiens DNA for Human P2XM, complete cds \ 


jHomo sapiens mitogen-activated protein kinase kinase kinase kinase 3 (MAP4K3), mRNA | 


|h. sapiens Ig lambda light chain variable region gene (7o.1 1 .2) germline; Ig-Light-Lambda; VLambda \ 


^.sapiens Ig lambda light chain variable region gene (7c.1 1 .2) germline; Ig-Light-Lambda; VLambda f 


Iwj49c04.x1 NCl_CGAP_Lu1 9 Homo sapiens cDNA clone IMAGE:24061 50 3' similar to contains THR.b2 I 
jTHR repetitive element ; | 


jHuman mRNA for KIAA0061 gene, partial cds [ 


ineOSa09.s1 NCI_CGAP_Co3 Homo sapiens cDNA clone IMAGE:880408 3' similar to contains THR.b2 THR I 
jrepetitive element ; | 


|zi27a11.s1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:431996 3' [ 


IHomo sapiens Bruton's tyrosine kinase (BTK), alpha-D-galactosidase A (GLA), L44-like ribosomai protein | 
|(L44L) and FTP3(FTP3) genes, complete cds | 
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Top Hit Descriptor 


zt59e02.r1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726650 5' similar to SW:RSP1 MOUSE I 
Q01730 RSP-1 PROTEIN. ; | 


Mus musculus sperm tail associated protein (Stap), mRNA | 


601445137F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3849297 5' | 


Homo sapiens small acidic protein (IMAGE1 45052), mRNA j 


601765225F1 NIH_MGC_53 Homo sapiens cDNA clone IMAGE:3997326 5' j 


yr32d01 .r1 Scares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:206977 5' | 


I 

O 
1 

1 

1 

■3 

1 
1 

1 

!, 

8 
0 

1 


Homo sapiens cell division cycle 10 (homologous to CDC10 of S. cerevisiae) (CDC10) mRNA j 


EST390B25 MAGE resequences, MAGP Homo sapiens cDNA | 


EST48b095 WATM1 Homo sapiens cDNA clone 48b095 


np78b02.s1 NCI CGAP_Pr2 Homo sapiens cDNA clone IMAGE:1 132395 similar to gb:X76717 H.sapiens 
MT-1 1 mRNA. (HUMAN); | 


Homo sapiens mRNA for KIAA0980 protein, partial cds j 


7o92b01 .x1 NCI CGAP_Ov18 Homo sapiens cDNA clone IMAGE:3643705 3' ] 


Homo sapiens centaurin-alpha 2 protein (HSA2721 95), mRNA 


Homo sapiens centaurin-alpha 2 protein (HSA272195), mRNA [ 


7o92b01 .x1 NCI_CGAP_Ov1 8 Homo sapiens cDN A clone IMAGE:3643705 3' j 


602072264F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:421 5398 5' I 


602072264F1 NCl_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:421 5398 5' f 


AV715377 DCB Homo sapiens cDNA clone DCBAIE03 5' | 


Homo sapiens Xq pseudoautosomal region; segment 1/2 \ 


hl93e04.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3009534 3' similar to TRO75703 075703 
HYPOTHETICAL 12.4 KD PROTEIN. ; | 


Homo sapiens SEC14 (S. cerevisiae)-like 2 (SEC14L2), mRNA | 


Homo sapiens HLA-C gene, exon 5, individual 19323 [ 


Homo sapiens HLA-C gene, exon 5, individual 19323 i 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon isoform (PPP2R5E) mRNA I 


Homo sapiens 959 kb contig between AML1 and CBR1 on chromosome 21 q22, segment 3/3 [ 


Homo sapiens chromosome 21 segment HS21 C046 \ 


tz98h02.x1 NCI_CGAP_Kld1 1 Homo sapiens cDNA clone IMAGE:2296659 3' t 


EST00738 Fetal brain, Stratagene (cat#936206) Homo sapiens cDNA clone HFBCF07 | 
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Top Hit Descriptor 


yf92e08.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:29966 3' similar to contains OFR I 
repetitive element ; | 


Homo sapiens chromosome 21 segment HS21 C009 | 


|qp99h03.x1 Soares_fetalJung_NbHL19W Homo sapiens cDNA clone IMAGE:1931 189 3' I 


;601155321F1 NIH__MGC 21 Homo sapiens cDNA clone IMAGE:3138893 5' | 


j601155321F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3138893 5' j 


RC3-ST0197-130400-017-h02 ST0197 Homo sapiens cDNA J 


st1 9e06.x1 Barstead aorta HPLRB6 Homo sapiens cDNA clone IMAGE:2355586 3' similar to gb:M22995 I 
RAS-RELATED PROTEIN RAP-1A (HUMAN); | 


Papio hamadryas alcohol dehydrogenase class 1 (ADH) gene, 5' region | 


Homo sapiens calcium channel alphal E subunit (CACNA1E) gene, exons 7-49, and partial cds,, alU.rnafavc.ly I 
spliced | 


CM2-MT01 00-31 0700-290-f05 MT0100 Homo sapiens cDNA | 


601310479F1 NIH MGC 44 Homo sapiens cDNA clone IMAGE:3S32083 5' j 


Homo sapiens aminoacyiase 1 (ACY1), mRNA j 


Homo sapiens aminoscylase 1 (ACY1), mRNA | 


hk61b03jc1 NCI CGAP Lym1 2 Homo sapiens cDNA clone IMAGE:3001 133 3' similar to gb:X64707 | 
BREAST BASIC CONSERVED PROTEIN 1 (HUMAN); | 


hk51 b03.x1 NCI_CGAP_Lym1 2 Homo sapiens cDNA clone IMAGE:3001 1 33 3' similar to gb:X64707 j 
i BREAST BASIC CONSERVED PROTEIN 1 (HUMAN); | 


Homo sapiens mRNA for KIAA1209 protein, partial cds J 


Homo sapiens mRNA for KIAA1209 protein, partial cds j 


Homo sapiens tousled-like kinase 1 (TLK1 ), mRNA | 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR) mRNA ( 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA i 


Homo sapiens putative oncogene protein mRNA, partial cds [ 


Homo sapiens hypothetical protein FLJ11006 (FLJ11006), mRNA j 


zq45b06.s1 Stratagene hNT neuron (#937233) Homo sapiens cDNA clone IMAGE:632627 3' similar to 
contains Alu repetitive element; 


tu47a02.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE2254154 3' [ 


AV690964 GKC Homo sapiens cDNA clone GKCDRE12 5' \ 


Homo sapiens chromosome X open reading frame 6 (CXORF6) mRNA ( 


Homo sapiens chromosome X open reading frame 6 (CXORF6) mRNA f 
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Top Hit Descriptor 


hi14M2.x1 NCI_CGAP_GU1 Homo sapiens cDNA clone IMAGE:2972255 3' similar to SW:DCRB HUMAN I 
PE6555 DOWN SYNDROME CRITICAL REGION PROTEIN B. ; I 


| MR4-BT0657-0604OO-2O1 -e1 0 BT0657 Homo sapiens cDNA j 


nv03f05.s1 NCI_CGAP_Pr22 Homo sapiens cDNA clone IMAGE:1219137 3' similar to contains PTR5.b1 I 
|PTR5 repetitive element ; [ 


|UI-H-BW1-ani-a-10-0-Ul.s1 NCI_CGAP Sub7 Homo sapiens cDNA clone IMAGE:3082267 3' ! 


fmfc7 Regional genomic DNA specific cDNA library Homo sapiens cDNA clone CR1 7-26 ! 


ITCBAP1 D3842 Pediatric pre-B cell acute lymphoblastic leukemia Baylor-HGSC project=TCBA Homo j 
|sapiens cDNA clone TCBAP3842 j 


]no18g01.s1 NCI CGAP Phe1 Homo sapiens cDNA clone 1MAGE:1101072 3' ! 


!no18g01.s1 NCI_CGAP_Phe1 Homo sapiens cDNA clone IMAGE:1101072 3' j 


jHomo sapiens mRNA for KIAA1501 protein, partial cds [ 


JHomo sapiens mRNA for KIAA1501 protein, partial cds | 


jHomo sapiens v-rel avian reficuloendotheliosis viral oncogene homolog A (nuclear factor of kappa light j 
polypeptide gene enhancer in B-cells 3 (p65)) (RELA), mRNA | 


]AV743451 CB Homo sapiens cDNA clone CBCCGG10 5' J 


1 
< 

1 
< 

D 

1 
a 

X 

z 

a 
E 
3 
& 
1 

1 

I 


I601305064F1 NIH_MGC_39 Homo sapiens cDNA clone 1MAGE:3639782 5' j 


|Homo sapiens cisplatin resistance-associated overexpressed protein (LOC51 747), mRNA j 


|hoitio sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer disease) (APP), mRNA j 


^Horno sapiens RNA binding motif protein 6 (RBM6) mRNA | 


Homo sapiens chromosome 21 segment HS21C1 02 I 


Homo sapiens chromosome 21 segment HS21 C046 j 


iHuman endogenous retroviral DNA (4-1 ), complete retroviral segment | 


jHomo sapiens huntingtin (Huntington disease) (HD) mRNA j 


jHomo sapiens mRNA for KIAA1245 protein, partial cds } 


j601888095F1 NIH MGC 1 7 Homo sapiens cDNA clone IMAGE:41 221 19 5' | 


jHomo sapiens B cell linker protein (SLP65), mRNA | 


jHomo sapiens B cell linker protein (SLP65), mRNA [ 


iHomo sapiens dopamine transporter (SLC6A3) gene, complete cds | 


iHomo sapiens dopamine transporter (SLC6A3) gene, complete cds \ 


15d6 Human retina cDNA randomly primed sublibrary Homo sapiens cDNA f 


iMus musculus T-box 20 (Tbx20), mRNA f 


Top Hit 


Database 


EST HUMAN 


lEST HUMAN 


EST HUMAN j 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 
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1 
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z 
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1 
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|BE084571.1 




|BF514170.1 ; 


JAA631940.1 ! 


|bE246065.1 i 


I 


|AA613171.1 ! 


jAB040934.1 j 


jAB040934.1 | 


8 

1 


|AV743451.1 | 


§ 
3 


|BE737154.1 | 


I 7706534| 


450216e| 


1 


I AL1 63302.2 


jAL163246.2 


|M10976.1 


1 


(AB033071.1 j 


IBF304683.1 jl 


! 11429808| 


8 

8 


|AF1 191 17.1 j 


|AF1 191 17.1 j 


jW26785.1 j 


10048417| 
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(Top) Hit 
BLASTE 
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| 3.0E-48 
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2.0E-4s| 


| 2.0E-4S| 
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2.0E-48i 
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| 23284! 


| 25582' 






19827[ 




25539 [ 


25540 1 


I 
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1 

8 


26473 1 






25070 | 




1 


21032| 


I 


23167| 


24728| 






1 


1 28023| 


| 28024 j 


3 
8 


| 29095 j 




8 
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I 


NO: 


1 3493 


1 5507 




8 


:0027 


8 


§ 


1 






I 


1 6743 


§ 


1 9579 


10037 
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8 




1 3360 


I4952 




1 
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17784 
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SEQ ID 
NO: 


| 3579 






| 8248 | 


a 
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| 5553 | 






| 6447| 


| 6864| 


s 
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| 3443 | 


| 5082| 


1 6303 1 
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1 
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1 79341 
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Top Hit Descriptor 


Homo sapiens MHC class 1 region j 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI ) mRNA j 


Homo sapiens decorin D mRNA, complete cds, alternatively spliced i 


Human HALPHA44 gene for alpha-tubulin, exons 1-3 j 


1 luman HALPHA44 gene for alpha-tubulin, exons 1-3 | 


Mus musculus keratin complex 2, gene 6g (Krt2-6g), mRNA 


Mus musculus keratin complex 2, gene 6g (Krt2-6g), mRNA 


PM3-BN0137-290300-002-g11 BN0137 Homo sapiens cDNA 


PM3-BN0137-2902CO-OC2-g11 BNC'37 Homo sapiens cDNA | 


Homo sapiens chrcmo?ome 2 1 segr?nt HS21 C009 j 


Homo sapiens Xq pseudosutosomal region segment 1/2 ; 


i 
1 

.i 

1 

X 

1 

! 
? 

i 
1 

1 
1 


np98e09.s1 NCI_CGAPJ_u1 Homo sapiens cDNA clone IMAGE:1142440 3' similar to gb:X12671_rna1 I 
HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN A1 (HUMAN); j 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA ( 


1 
J 

1 
1 

H 

5 
1 
5 


QV4-NT0028-200400-180-d05 NT0028 Homo sapiens cDNA | 


xn34a03.x1 NCI_CGAP Kid1 1 Homo sapiens cDNA clone IMAGE:2695564 3' similar to TR:Q9Z340 I 
Q9Z340 ATYPICAL PKC SPECIFIC BINDING PROTEIN. ; | 


DKFZp434B2229_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434B2229 5' ) 


DKFZp434B2229_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434B2229 5' \ 


UI-H-BW0-aip-b-05-0-Ul.s1 NCI_CGAP_Sub6 Homo sapiens cDNA clone IMAGE:2729817 3' | 


Homo sapiens KIAA0929 protein Msx2 interacting nuclear target (MINT) homolog (KIAA0929), mRNA | 


Homo sapiens K1AA0929 protein Msx2 interacting nuclear target (MINT) homolog (KIAA0929), mRNA { 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 (SLC2A9), mRNA 1 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 (SLC2A9), mRNA | 


Human haptoglobin related (Hpr) gene exon 3 | 


Homo sapiens mitogen-activated protein kinase kinase 1 (MKK4) gene, exon 4 ! 


Homo sapiens mitogen-activated protein kinase kinase 1 (MKK4) gene, exon 4 | 


Homo sapiens cerebral cell adhesion molecule (LOC51 1 48), mRNA \ 


Homo sapiens B9 protein (B9), mRNA { 


Homo sapiens interleukin 1 7 receptor (IL1 7R), mRNA [ 


Top Hit 
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S 
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2 
X 




EST HUMAN [ 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


EST HUMAN | 
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Top HitAcession 


z 


|AF055066.1 | 


| 4557752| 




i 
i 


1 
1 


1 


I 


1 
1 


i 


I AL1 63209.2 I 


|AJ271735.1 j 


i 
I 


|aA610842.1 j 


1 


1 
1 


|AW889219.1 | 


1 


IAL079628.1 I 


|AL079628.1 j 


|AW295603.1 | 


| 765726s| 




1 9910553| 


i 9910553[ 


1X01788.1 ! 


|AF070083.1 | 


|AF070083.1 i 


| 11429665| 


j 7661 535[ 


1 


Most Similar 
(Top) Hit 


BLAST E 
Value 


? 


! 2.0E-50 


2.0E-50 


2.0E-50 


i 2.0E-50 


° 


2.0E-50 


1.0E-50 




1.0E-50 


! 1.0E-50 


9.0E-51 


| 8.0E-51 






I 7.0E-51 




! 7.0E-51 


7.0E-51 




6.0E-51 






| 6.0E-51 


I 6.0E-51 


| 6.0E-51 


! 6.0E-51 




| 6.0E-51 


j 6.0E-51 


Expression 
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&l 
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b 






1 








ORFSEQ 
ID NO: 




1 20823 | 






1 


| 27761 | 


27762 | 


20018| 




202151 




27450 1 








| 22967! 


I 




23758 I 


23927 I 


21714| 


8 
8 


1 




| 25651 1 


! 25656| 


I 


I 24859 


l 




SEQ ID 
NO: 


§ 


10979 
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1 7536 


1 7536 


1 0204 


§ 
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1 
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13238 


1 3978 
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15558) 


i 5562 I 
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SEQ ID 

NO: 






| 1425[ 
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S3 
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I 7375I 


1 


i 




3245 


I 33171 


1 


I 4076I 


I 4254I 
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1 42121 


I 42121 






1 


8 
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1 7583) 


1 
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Top Hit Descriptor 


Homo sapiens chromosome 21 segment HS21C003 j 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1) mRNA ! 


Novel human gene mapping to chomosomeX | 


Homo sapiens 26S proteasome-associated padi homolog (POH1 ) mRNA j 


Homo sapiens mRNA for nucleoporin 155 j 


Human Ku (p70/p80) subunit mRNA, complete cds j 


Human Ku (p70/p80) subunit mRNA, complete cds { 


Homo sapiens mRNA for KIAA141 1 protein, partial cds ] 


Hcmo sapiens RNA binding motif protein 3 (RBM3), mRNA j 


tr81 c09.x1 NCI CGAP Pan1 Homo sapiens cDNA clone IMAGE:2224720 3' similar to gb:M26326 | 
KERATIN, TYPE I CYTOSKELETAL 1 8 (HUMAN); J 


tr81c09.x1 NCI_CGAP_Pan1 Homo sapiens cDNA clone 1MAGE:2224720 3' similar to gb:M26326 j 
KERATIN, TYPE I CYTOSKELETAL 18 (HUMAN); | 


Novel human gene mapping to chomosome 22 j 


ya47c08.r1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:53233 5' similar to gb:M14123_ods4 
RETROVIRUS-RELATED POL POLYPROTEIN (HUMAN);contains LTR5 repetitive element ; 


Human hnRNP C2 protein mRNA | 


Homo sapiens X-linked anhidroitic ectodermal dysplasia protein gene (EDA), exon 2 and flanking repeat 
regions j 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E5-associated protein, Angelman j 
syndrome) (UBE3A) mRNA | 


601 285694F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3607463 5' j 


601 285694F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3607463 5' | 


zr30a05.r1 Strafagene NT2 neuronal precursor 937230 Homo sapiens cDNA clone IMAGE:664880 5' similar I 
to TR:G233226 G233226 RTVL-H PROTEIN. ;contains LTR7.t3 LTR7 repetitive element ; | 


ti27g03.x1 NCI_CGAP_Kld11 Homo sapiens cDNA clone IMAGE:2131732 3' | 


1 

s 
I 

Z 

Q 

i 

| 

± 
I 


601470446F1 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:3873563 5' J 


601676787F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3959613 5' j 


601 676787F1 Nil l_MGC_21 Homo sapiens cDNA clone IMAGE:3959613 5' j 


ts74a07.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2236980 3' similar to SW:TRKC_HUMAN I 
Q16288 NT-3 GROWTH FACTOR RECEPTOR PRECURSOR ; i 


MR3-HT04S7-150200-113-g01 HT0487 Homo sapiens cDNA | ! 


1 Top Hit | 




NT I 


NT I 


NT I 


NT I 


NT I 


NT I 


NT | 


NT I 
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EST HUMAN | 


I EST HUMAN | 


1N| 
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EST HUMAN | 


EST HUMAN | 
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.1 

I 


Z 
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s 
s 
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AJ007558.1 


M30938.1 


M30938.1 


AB037832.1 


5803135) 


i 

< 


AI587348.1 


AL1 591 42.1 


R1 591 4.1 


M29063.1 


AF003528.1 


4507798 


BE391063.1 


BE391063.1 


AA233352.1 


AI492415.1 


AW137826.1 ( 


1 

R 


1 
1 


1 
1 


< 




Most Similar 
(Top) Hit 
BLAST E 
Value 


l-S-309 | 


5.0E-51 1 




5.0E-51| 




S.0E-51 1 


5.0E-51 1 


5.0E-51 1 
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UJ 


3.0E-51 


3.0E-51 1 


3.0E-51 


3.0E-51 1 


3.0E-51 1 


2.0E-51 1 
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2.0E-51 1 
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S3 
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23567| 
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2091 7I 


1 
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21431 | 


R 




l 




271 15| 


1 
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SEQ ID 

NO: ; 


10704 


10715 
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13774 
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HO72I 
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16333 
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1031b| 
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g 
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Top Hit Descriptor 


tq29f09.x1 NCI_CGAP_Ut1 Homo sapiens cDNA clone IMAGE:2210249 3' | 


tq29f09.x1 NCLCGAPJJH Homo sapiens cDNA clone IMAGE2210249 3' | 


Vm57g07.r1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:52444 5' | 


Homo sapiens mRNA for KIAA1 501 protein, partial cds j 


1 
O 
I 

1 

1 
1 
1 

X 

I 

i 

i 

i 
I 

1 
1 


S 
?. 
O 
I 

1 

1 

I 
t 

1 

X 

1 
1 

1 
1 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA j 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA I 


Homo sapiens protein tyrosine phosphatase, receptor type, alpha polypeptide (PTPRA) mRNA s 


Homo sapiens mRNA for KIAA061 1 protein, partial cds j 


Homo sapiens mRNA for KIAA051 1 protein, partial cds I 


Homo sapiens nel (ch'cken)-like 2 (NELL2), mRNA | 


Homo sapiens pescadillo (zebrafish) homolog 1 , containing BRCT domain (PES1 ), mRNA j 


EST370064 MAGE resequences, MAGE Homo sapiens cDNA j 


Homo sapiens RNA binding motif protein, Y chromosome, family 1 , member A1 (RBMY1 A1 ) mRNA ( 


Homo sapiens predicted osteoblast protein (GS3786), mRNA j 


Homo sapiens predicted osteoblast protein (GS3786), mRNA ! 


7j52b10.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:3390043 3' similar to I 
contains L1 .t3 L1 repetitive element ; | 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2) mRNA f 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2) mRNA | 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG) mRNA | 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG) mRNA \ 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1) mRNA \ 


Homo sapiens Xq pseudoautosomal region; segment 1/2 [ 


Homo sapiens chromosome 21 segment HS21 C100 f 


Homo sapiens chromosome 21 segment HS21 C01 0 | 


43c5 Human retina cDNA randomly primed sublibrary Homo sapiens cDNA | 


601886575F2 NIH_MGC_1 7 Homo sapiens cDNA clone IMAGE.4120338 5' \ 


PM1-HTOS03-090300-001-g08 HT0603 Homo sapiens cDNA [ 


Homo sapiens chromosome 21 segment HS21 C084 J 


Human endogenous retrovirus pHE.1 (ERV9) \ 


Human endogenous retroviral DNA (4-1 ), complete retroviral segment [ 


Homo sapiens syntaxin-binding protein 1 (STXBP1) mRNA, and translated products p 
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jAW957994.1 [ 


s 
1 


I 7661713| 


j 7661713| 


BF0S1411.1 


8 


8 




4503314| 


4507794| 


1AJ271 735.1 


AL163300.2 


|AL163210.2 ! 




IBF303941.1 ] 


|BE1 7851 9.1 ! 


]AL1 63284.2 


1X57147.1 | 


1 


| 4507296! 


Most Similar 
(Top) Hit 
BLAST E 
Value 


| 7.0E-55| 






| 6.0E-55| 


I 5.0E-55| 


! 5.0E-55| 


3 


! 5.0E-55| 


i 


j 5.0E-55| 


| 5.0E-55| 


2 


| 5.0E-55| 


j 4.0E-55| 


s 


4.0E-65| 


! 4.0E-55| 


4.OE-55I 
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4.0E-55| 
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25970 1 
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27851 | 


27852 1 
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211 93 | 


211 94 | 
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21 825 1 


22046 1 
















! 201 50 1 
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NO: 


18413 


18413 


I 


18617 


11633 


1 


I 


I 


8 


1 7620 


1 7620 


17719 


1 




1 




11328 


11402 


11872 


11872 




11930 


























































































SEQ ID 
NO: 


| 8541 1 
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Top Hit Descriptor 


| zq52a08.s1 Stratagene neuroepithelium (#937231 ) Homo sapiens cDNA clone IMAGE:645206 3' j 


|RC4-BT0310-110300-015-flO BT0310 Homo sapiens oDNA ! 


|RC4-BT0310-11030D-015-f10 BT0310 Homosapiens cDNA j 


Human cGMP phosphodiesterase alpha subunit (CGPR-A) mRNA, complete cds | 


Human cGMP phosphodiesterase alpha subunit (CGPR-A) mRNA, complete cds | 


|Homo sapiens mRNA for KIAA1414 protein, partial cds j 


|AV703184 ADB Homo sapiens cDNA clone ADBCFG10 5' j 


j Macaca fascicularis protein tyrosine phosphatase (PRL-1 ) mRNA, complete cds j 


|hg23c11.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2946452 3' j 


1 hg23c1 1 .xl NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2946452 3' 1 


IQV-BT077-130199-07S BT077 Homo sapiens cDNA j 


jRC2-CT0163~220999-C01-E02 CT0163 Homo sapiens cDNA > 


|QV0-OT0033-070300-152-h03 OT0033 Homo sapiens cDNA | 


j Homo sapiens EphA4 (EPHA4) mRNA j 


jHomo sapiens EphA4 (EPHA4) mRNA | 


| Homo sapiens hypothetical protein FLJ20371 (FLJ20371 ), mRNA i 


]QV4-ST0234-181193-037-f05ST0234 Homo sapiens cDNA | 


Ix06d10jc1 NCI_CGAP_Bm.53 Homo sapiens cDNA clone IMAGE:2759251 3' similar to gb:U05875 I 
jlNTERFERON-GAMMA RECEPTOR BETA CHAIN PRECURSOR (HUMAN); j 


I 

1 
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Q 

f 
| 
I 
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!, 

2 
S 


jHomo sapiens EphA4 (EPHA4) mRNA |; 


jHomo sapiens EphA4 (EPHA4) mRNA \, 


jop67h02.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1581939 3' | 


jHomo sapiens aconitase 2, mitochondrial (AC02), mRNA |. 


jHomo sapiens mRNA for KIAA0960 protein, partial cds [ 


|Homo sapiens mRNA for K1AA096O protein, partial cds ] 


jHomo sapiens mRNA for KIAA0837 protein, partial cds \ 


jHomo sapiens mRNA for KIAA0837 protein, partial cds |i 


jHomo sapiens hypothetical protein FU20371 (FU20371), mRNA |l 


jHomo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA | 


Homo sapiens SH3-domain binding protein 1 (SH3BP1 ), mRNA |] 


Homo sapiens SH3-domain binding protein 1 (SH3BP1 ), mRNA |; 


jHomo sapiens smg GDS-ASSOCIATED PROTEIN (SMAP), mRNA [j 


jHomo sapiens smg GDS-ASSOCIATED PROTEIN (SMAP), mRNA |] 
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Top Hit Descriptor 


ze31c05.r1 Scares retina N2b4HR Homo sapiens cDNA clone IMAGE:360584 5' similar to contains L1.t3 L1 I 
repetitive element ; j 


7n80f04.x1 NCI_CGAP_Ov18 Homo sapiens cDNA clone IMAGE3570966 3' similar to contains TAR1 .t1 I 
MER22 repetitive element ; | 


Homo sapiens cell-line KG1 transcriptional regulatory protein p54 mRNA, complete cds \ 


Homo sapiens 17-beta-hydroxysteroid dehydrogenase IV (HSD17B4) gene, exons 3 and 4 i 


Homo sapiens hypothetical protein FLJ20041 (FLJ20041), mRNA j 


Homo sapiens hypothetical protein FLJ20041 (FLJ20041), mRNA | 


UI-HF-BN0-akt-g-O7-0-Ul.r1 NIH_MGC 50 Homo sapiens cDNA clone IMAGE:3078348 5' j 


ho32a08.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3039062 3' similar to TR:O00246 000246 1 
HYPOTHETICAL 9.3 KD PROTEIN ; I 


ha33d06.x1 NCI_CGAP_Kid12 Homo sapiens cDNA cbne 1MAGE:2875499 3' similar to contains THR.b3 
THR repetitive element ; | 


601309465F1 NlH_MGC_44 Homo sapiens cDNA clone IMAGE:3631000 5' | 


601445948F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:385D21 1 5' | 


tr34b07.x1 NCl_CGAP_Ov23 Homo sapiens cDNA clone IMAGH:22201 81 3' similar to TRXJ1 5475 01 5475 I 
UNNAMED HERV-H PROTEIN ; I 


tr34b07.x1 NGLCGAP_Ov23 Homo sapiens cDNA clone IMAGE:2220181 3' similar toTR:015475 015475 I 
UNNAMED HERV-H PROTEIN ; | 


Homo sapiens putative protein O-mannosyltransferase (POMT2), mRNA [ 


Homo sapiens putative protein O-mannosyltransferase (POMT2), mRNA | 


Homo sapiens DHHC1 protein (LOC513C4), mRNA j 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B (myocyte enhancer factor 2B) 
(MEF2B) mRNA 


UI-HF-BNO-ali-g-10-0-Ul.r1 NIH_MGC_50 Homo sapiens cDNA clone IMAGE:3079867 5' j 


UI-HF-BNO-all-g-10-O-Ul.rl NIH_MGC_50 Homo sapiens cDNA clone IMAGE:3079867 5' j 


601309465F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3631000 5' j 


i AU 1 30689 NT2RP3 Homo sapiens cDNA clone NT2RP3001 263 5' [ 


TCAAP1E1219 Pediatric acute myelogenous leukemia cell (FAB M1) Baylor-HGSC projeot=TCAA Homo I 
sapiens cDNA clone TCAAP1219 | 


ITCAAP1E1219 Pediatric acute myelogenous leukemia cell (FAB M1) Baylor-HGSC project=TCAA Homo I 
sapiens cDNA clone TCAAP1219 ( 


j Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21 ), mRNA [ 


I Homo sapiens hypothetical protein FLJ20454 (FLJ20454), mRNA | 
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Top Hit Descriptor 


601499961 F1 NIH_MGC_70 Homo sapiens cDNA clone IMAGE:3901911 5' ! 


am57e02.x1 Johnston frontal cortex Homo sapiens cDNA clone IMAGE:1539674 3' similar to WP:ZK328.1 
CE05065 UBIQUITIN CONJUGATING ENZYME\; RECOVERIIM SUBFAMILY OF EF-HAND CALCIUM 
BINDING PROTEIN ; 


Homo sapiens endocytic receptor Endo180 (ENDO180) mRNA, complete cds | 


Homo sapiens endocytic receptor Endo180 (ENDO180) mRNA, complete cds I 


601890812F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:4131891 5' \ 


hm25f08.x1 NCI_CGAP_Thy4 Homo sapiens cDNA clone IMAGE:3013671 3' \ 


Human complement component C5 mRNA, 3'end | 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, B22) (NDUFB9), mRNA I 


EST369252 MAGE resequences, MAGD Homo sapiens cDNA j 


EST369252 MAGE resequences, MAGD Homo sapiens cDNA j 


Homo sapiens partial AF-4 gene, exons 2 to 7 and Alu repeat elements j 


| 
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1 

1 
Q 

i 
i 

8 

o 

1 

o' 
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1 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2) mRNA \ 


Homo sapiens chondroitin sulfate proteoglycan 2 (versioan) (CSPG2) mRNA j 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2) mRNA | 


Hcmo sapient, transition protein 1 (durinj In: -tot-.e to protamine replacement) (TNP1) mRNA | 


Human prohormone converting enzyme (NEC2) gene, exon 4 i 


oz43h01.x1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE 1678129 3' | 


Homo sapiens myomesin (M-protein) 2 (1 65kD) (MYOM2), mRNA | 


H.sapiens immunoglobulin kacpa light chain variable region L14 i 


Hoi no sapiens TATA box binding protein (TBP) mRNA i 


Wh50d03.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:23841 71 3' i 


601458531 r1 NIH_M3C_66 Honrs sap-ens eCNA clone IMAGF.:38S2086 5' | 


Wf48c11.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE.2358836 3' j 


H.sapiers DNA fcr 2NF80-linked ERV9 long terminal repeat 


su65c07.x1 Schneidsr fetal brain 00004 Homo sapiens cDNA clone IMAGE:2781 228 3' similar to contains I 
element TAR1 repetitive element ; ] 


AV762869 MDS Homo sapiens cDNA clone MDSEIC12 5' I 


Hcmo sapiens hypof-ief ca' protein (LOC57143), mRNA j 


Human mRNA for KIAAC184 gene, partial cds ! 


Hcmo sapiens ryanodine receptor 3 (RYR3I mRNA | 


Top Hit 1 


Database 


:EST HUMAN j 


EST HUMAN 


.NT | 


z 


EST HUMAN | 


z 


z 


NT 


EST HUMAN I 


z 

1 

z> 
I 


NT | 


EST_HUMAN | 


NT j 


NT j 


NT i 


NT ! 


NT I 


EST_HUMAN | 


NT ! 


NT ! 


NT j 


i 
i 


EST HUMAN | 


EST HUMAN | 


NT 1 


z 
1 
r 


EST HUMAN | 


NT | 


NT | 


NT ! 


Top Hit Acession 


|BE907186.1 | 


AM 24874.1 


jAF1 34838.1 ! 


I 
< 


jBF307745.1 I 


|AW872641.1 | 


IM65134.1 | 


? 


1 


|AW957182.1 | 


1 

a 


l BE466132.1 j 


1 


1 4758081| 


' 4758081 1 


4507628| 


| 
S 


IAI141063.1 I 


4505314J 


1X63392.1 | 


1 4507378| 


1 
< 


|BF035327.1 ) 


IAI807484.1 ! 




AW 162304.1 | 


1 


11434S08| 


i 

§ 


S 
1 


1 Most Similar 1 




j 2.0E-58| 


2.0E-58 


I 2.0E-58| 


; 2.0E-58| 


j 2.0E-58| 


i 2.0E-58| 






1 .OE-58) 
















1 85-30' 1 




I .OE-58) 


85-30' I 


! 8.0E-59| 




? 


a 


5.0E-59I 


1 


s 


! 5.0E-59| 


! 4.0E-59| 


4.0E-59| 






























? _ 
! I 

r 


I 4.42| 


1.74 




I 2.76[ 


10.79| 




[ 0.93 1 


S 


2.17| 


2.17| 




2.02| 


0.961 




I 0.98| 




1 








27.47| 




s 




s 








2.42| 




ORF SEQ 
ID NO: 


| 25010[ 


25731 


8 


8 


i 28258! 


| 28459 | 


l 


20811 | 


210671 


§ 


21136| 




225271 


2321 5 | 


2321 6 | 


23360 | 




1 


27217] 




21971 | 


1 




1 


1 


s 


1 




20546| 


% 


! Exon 1 


SEQ ID 

NO: 




1 5628 




16112 


18011 


1 


1 










1 




I 










1 7023 




§ 


1 






14451 




1 




I0706 


I4571| 




























































1 Probe 1 


SEQ ID 
NO: 


| 


5721 




I 


I 81231 


| 8332 1 


705 




1 


1305 




1 


1 27711 


| 3493 | 






| 4627 1 


| 4895| 


1 


1 


| 2182| 


1 






| 4559 | 


S2 


I 


I 8278 I 




1 













346 



WO 01/57274 



PCT/US01/00666 



Top Hit Descriptor 


j Homo sapiens ryanodine receptor 3 (RYR3) mRNA j 


(hoito sapiens 17-beta-hydroxysteroid dehydrogenase IV(HSD17B4) gene, promoter region and exon 1 | 


]EST377582 MAGE resequences, MAGI Homo sapiens cDNA j 


| Homo sapiens K1AA0680 gene product (KIAA0680), mRNA j 


|Homo sapiens plasminogen activator, tissue (PLATa) mRNA ! 


j Homo sapiens plasminogen activator, tissue (PLATa) mRNA | 


jHomo sapiens mRNA for KIAA1112 protein, partial cds j 


Homo sapiens mRNA for K1AA1112 protein, partial cds | 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA I 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1 ), mRNA | 


jHomo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2) mRNA | 


JHomo sapiens Testis-specific XK-related protein on Y (XKRY) mRNA | 


jHomo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA j 


Homo sapiens hypothetical protein PR01741 (PR01741), mRNA I 


JHomo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA j 


jHuman mRNA for dbl proto-oncogene j 


JHuman mRNA for dbl proto-oncogene | 


jHomo sapiens gamma-glutamyltransferase-like activity^ (GGTLA1 ), mRNA ! 


jHomo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1 ), mRNA | 


JEST180633 Jurkat T-cells V Homo sapiens cDNA 5' end ) 


|RC0-NT0036-1 0070D-032-a07 NT0036 Homo sapiens cDNA | 


|fh07h04jc1 NIH_MGC_1 7 Homo sapiens cDNA clone IMAGE2961 654 5' > 


Ifh07h04.x1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:29S1654 5' i 


wa35c12.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2300182 3' similar to TR:Q86542 I 
|Q86542 RTVL-H PROTEIN. ;contains LTR7.b1 LTR7 repetitve element ; j 


!Hcmo sapiens alpha-tubulin mRNA, complete cds | 


I601176757F1 NIH_MGC_17 Homo sapiens cDNA clone 1MAGE:3531927 5' | 


oa56h11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1 309029 3' similar to TR:Q1 3537 I 
Q13537 MER37 TRANSPOSABLE ELEMENT, COMPLETE CONSENSUS SEQUENCE. ; | 


Homo sapiens mRNA for transcription factor . j 


IHomo sapiens zinc finger protein 275 (ZNF275), mRNA | 


jHomo sapiens mRNA for transcription factor j 


IHomo sapiens small nuclear ribonudeoprotein D3 polypeptide (18kD) (SNRPD3) mRNA j 
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o sapiens amyloid beta (A4) precursor protein (protease nexin-ll, Alzheimer disease) (APP), mRNA | 
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c accessory protein | 








Top Hit Descriptor 


Homo sapiens PXR2b protein (PXR2b), mRNA 


o saoier.s PXR2b protein (PXR2b), mRNA 


o sapiens PXR2b protein (PXR2b), mRNA 


o sapiens PXR2b protein (PXR2b), mRNA 


00938F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3635480 5' 


O0938F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3635480 5' 


j sapiens PRO20 14 mRNA, complete cds 


09238F1 NIH MGC 15 Hcmo sepiens cDNA clone IMAGE:3350145 5' 


I 

| 

1 

1 
.1 
S 
| 


30685 NT2RP3 Homo sapiens cDNA clone NT2RP3001263 5' 


;a/B29"CD79b {alternatively spliced] [human, B cells, mRNA Partial, 375 nt] 


an autosomal dom nant pclycystc kidrey disease protcir 1 (PKD1) gene 


o sapiens general transcription factor 2-1 (GTF2I) mRNA, complete cds 


03938F1 NIH_MGC_21 Hcmo sapiens cDNA clone IMAGE3635480 5' 


o sapiens protein pr-cspnstase 1 regulatory subunit 10 (PPP1R10) mRNA 


o sapiens chromosome 21 segment H321 C079 


o sapiens mRNA for KIAA0825 protein, partial cds 


o sapiens 959 kb contig between AML1 and CBR1 on chromosome 21q22; segme 


31140 HTF Homo sapiens cDNA clone HTFARB01 5' 


601309785F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3631220 5' 


o sapiens hypothetical protein FLJ11026 (FLJ11026), mRNA 


-HT0513-060400-147-d01 HT0513 Homo sapiens cDNA 


HT0513-050400-147-d01 HT0513 Homo sapiens cDNA 


d11.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone !MAGE:24645: 
25444 60S RIBOSOMAL PROTEIN L35A (HUMAN); 


0 sapiens calmegin (CLGN), mRNA 


1 1 .r1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:2701 89 5' 


0 sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non-catalyti 
10/116kD) (ATP6N1A), mRNA 


34317 GKC Homa sapiens cDNA dene GKCELG06 5' 


F-BN0-akd-f-12-0-Ul.r1 NIH_MGC_50 Homo sapiens cDNA clone IMAGE.-307677 


Homo sapiens polymerase (RNA) III (DNA directed) (39kD) (RPC39), mRNA 
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25684 | 


1 


26521 | 






22720 1 


22835) 








23797 | 


20246] 




20951 1 




21897| 




1 


27279 1 


277831 


1 










1 


1 




1 






31891 


5583 




s 


P? 






3039] 


1 


§ 


I 


4019 


0433 




| 


I 


I 


2472 




1 


7557 




































































Probe 
SEQ ID 
NO: 




a 




1 


n 




1 




1 


1 


5674| 


63441 




1 


1 


3000 1 


3114] 




1 


92131 


4119| 


1 


s 


11941 


| 1642| 


2109J 


I 


8 


7212 


7707! 


7885 1 
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5182 BETA- | 
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Top Hit Descriptor 


VD1 1 1 normalized infant brain oDNA Homo sapiens cDNA clone o-zvd1 1 


5T0215-060100-083-b09 ST0215 Homo sapiens cDNA 


sapiens chromosome 21 segment HS21 C047 


sapiens chromosome 21 segment HS21 C007 


07.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2161525 3' 


5232F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:31 39038 5' 


8968F1 NIH_MGC_71 Homo sapiens cDNA clone 1MAGE:391 0336 5' 


sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


02.r1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:79179 5' 


145SF1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3S33204 5' 


sapiens thimet oligopeptidase 1 (THOP1 ) mRNA 


sapiens thimet oligopeptidase 1 (THOP1) mRNA 


sapiens EWS, gar22, rrp22 and bam22 genes 


07JTI NCI_CGAP_GC6 Homo sapiens oDNA clone IMAGE:2309220 3' similar to 
URONIDASE PRECURSOR (HUMAN); 


07 x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2309220 3' similar to 
URONIDASE PRECURSOR (HUMAN); 


l 

1 

1 
1 

■I 
1 
1 

I 

o 
o 


03.X1 NCI_CGAP_Brn23 Homo sapiens cDNA clone IMAGE:2529436 3' 


sapiens MCP-1 gene and enhancer region 


sapiens MCP-1 gene and enhancer region 


sapiens protein kinase C beta-II type (PRKCB1 ) mRNA, complete cds 


sapiens mesenchyme homeo box 1 (MEOX1 ), mRNA 


sapiens mesenchyme homeo bcx1 (MEOX1), mRNA 


sapiens acetyl-CoA synthetase (LOC55902), mRNA 


sapiens progressive ankylosis-like protein (ANK) mRNA, complete cds 


luman, brain, mRNA, 2715 nt] 


sapiens stromal antigen 3 (STAG3), mRNA 


sapiens stromal antigen 3 (STAG3), mRNA 


sapiens interleukin 10 receptor, beta(ILIORB), mRNA 


sapiens chromosome 21 unknown mRNA 


1 

i 


sapiens phosphoglucomutase-related protein (PGMRP) gene, complete cds 


sapiens phosphoglucomutase-related protein (PGMRP) gene, complete cds 




x 


IQV0-6 


| 
i 


| 










1 




1 


1 




5 d 


1 d 


i 




| 


X 


| 


1 

X 




I 


1 

X 


1 


1 

X 


I 


1 


1 

X 


1 


X 


1 


Top Hit 
Database 


| EST HUMAN 


| EST HUMAN 


|NT 


|NT 


|EST HUMAN 


| EST HUMAN 


| EST HUMAN 


|NT 


1 


| EST HUMAN 


|NT 


INT 


|NT 


| EST HUMAN 


|esT HUMAN , 


]EST HUMAN 


|EST HUMAN 


INT i 




INT 


INT | 


INT I 


!nt l 




!nt 1 


INT | 


INT | 


INT [ 


INT | 


NT ! 


NT | 


INT | 


1 






















1 


8 


















| 


§ 


1 




















Top HitAces! 


|F08485.1 


| AW 582266.1 


|AL1 63247.2 


|AL1 63207.2 


i 

< 


]BE280796.1 


|BE885755.1 


; 11418 


|T60651.1 


jBE394321.1 


4507 


| 4507 


|Y07848.1 


AI651992.1 


1 
1 


|AW02S445.1 


i AW 026445.1 


|Y1 8933.1 


1Y18933.1 


IM13975.1 


11525 


11525 


11420 


1 




1 


11420 


1 


AF231919.1 


AF231919.1 


L40933.1 






E-63| 


1 


S 


s 


E-64| 


E-64 1 


? 




S 


? 






E-64 


E-64 


E-64 


E-64 


E-64 


E-64 


E-64 


s 


E-64 


E-64 


E-64 




S 


E-64 


E-64 


E-64 


E-64 


2 


E-64 


E-64J 


Most Si 
(Top) 
BLAS' 
Valu 


































































Expression 
Signal 




«. 






I 4.78| 










o 


1 2.44| 














2.64| 


s 










1 


2.34| 


6? 


I 7.57| 


| 4.06| 


i 2.44| 






2.42| 


ORF SEQ ; 
ID NO: 




| 25509 : 


















24303 | 


24304 | 


1 


21 463 I 


I 


22801 | 


22802 1 


25433 | 


25434 1 


25444 | 


26312| 


263131 


27451 | 


! 






1 


25321 | 


! 20574 1 


20575| 


21167| 


21168| 


Exon 
SEQ ID 

NO: 




1 




1 










S8375! 




14513 


14513 




11594 


11594 


13011 






1 5375 1 


3 








17332 


1 




1 




1 0732 


1 


11307 


113071 


































































Probe 
SEQ ID 
NO: 


1 


1 5526, 




Si 






| 5733 | 






1 


| 4625 | 


1 


1 


1 


1 


| 3084| 


| 3084| 


1 


3 


1 


1 


1 


| 7376| 


1 7472| 


| 7604| 


| 8151 | 


| 815-1] 


1 


1 




| 1402| 


! 
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WO 01/57274 PCT/US01/00666 
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.E 



Top Hit Descriptor 


ts76a06.x1 NC1_CGAP_GC6 Homo sapiens cDNA clone IMAGE:22371 70 3' similar to gb:L1 5533 rnal : 
PANCREATITIS ASSOCIATED PROTEIN 1 PRECURSOR (HUMAN); | 


(Homo sapiens TNF-lnducible protein CG12-1 (CG12-1), mRNA j 


Homo sapiens cadherin EGF LAG seven-pass G-type receptor 1 (CELSR1 ), mRNA ] 


jHomo sapiens sulfotransferase-relaled protein (SULTX3), mRNA | 


jNovei human gene mapping to ohomosome 22 ] 


|Novel human gene mapping to chomosome 22 j 


jHomo sapiens 26S proteascme-associated padi homolog (POH1) mRNA j 


jHomo sapiens 26S proteasome-associated padi homolog (POH1) mRNA ij 


1 

a 
f 

1 

i 
| 

1 


jHuman calcium-dependent phospholipid-binding protein (PLA2) mRNA, complete cds j 


jHuman calcium-dependent phospholipid-binding protein (PLA2) mRNA, complete cds j 


jzv90c05.r1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:767048 5' j 


jRC4-BT0311-141199-011-h06BT0311 Homo sapiens cDNA ! 


!wn57hD7.x1 NCI_CGAP_Lu19 Homo sapiens cDNA clone IMAGE:2449597 3' similar to WP:F15G9.4A j 
CE18595; | 


Iwn57h07.x1 NCI_CGAP_Lu19 Homo sapiens cDNA clone IMAGE:2449597 3' similar to WP:F15G9.4A 
|CE18595; | 


jwn57h07.x1 NCI_CGAP_Lu19 Homo sapiens cDNA clone IMAGE:2449597 3' similar to WP:F15G9.4A I 
|CE18595 ; | 


jH. sapiens mRNA for ribosomal protein L31 | 


!RC4-BT0311-141199-011-h06BT0311 Homo sapiens cDNA j 


jHomo sapiens thyroid hormone receptor binding protein (AIB3), mRNA | 


]Mus mu3culus fragile X mental retardation syndromel homolog (Fmr1 ), mRNA 


jH. sapiens DNA for endogenous retroviral like element j 


:Homo sapiens germ-line DNA upstream of Jkappa locus j 


1 

« 
0. 
E 

1 

I 

§ 
| 


jHomo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), methenyltetrahydrofolate j 
'cyclohydrolase (MTHFD2), mRNA | 


:QV1-DT0069-110203-067-g10 DT0059 Hcmo sapiens cDNA j 


jEST377546 MAGE resequences, MAGI Homo sapiens cDNA j 


(Homo sapiens cAMP-regulated guanine nucleotide exchange factor I (cAMP-GEFI) mRNA, complete cds | 


jHomo sapiens hypothetical protein FU201 '6 (FL.J20116), mRNA j 


Top Hit 


1 

X 






z 








2 


z 




2 


| EST HUMAN j 


| 


EST_HUMAN 


EST HUMAN | 


EST HUMAN | 


z 


EST HUMAN j 


z 


z 


z 


z 


z 




EST HUMAN | 


EST HUMAN | 










| 




1 






§ 


§ 






















1 


i 






1 


1 








§ 


Top Hit Aces 
No. 


IaIS21017.1 








1 


|AL160311.1 




I 503" 


i 
1 


|M72393.1 


jM72393.1 


]AA424304.1 


1 


j 

< 




< 


1 


|BE064410.1 




1 


1X89211.1 


IAJ223364.1 


1 




I 


jAW9S5473.1 






E X !^ 0) 


I 


I 


s 


s 


s 


1 




E-66j 


S 




is 


E-66| 


s 




s 


E66 


s 


s 


E-66j 


S 


8 


8 


s 


E-66 


s 


E-66 


s 


E-68 


MostSil 
(Top) 
BLAS" 
Valu 


























































Expression 
















fi 


5 






1 






Si 










d 


as 




5 












ORFSEQ 
ID NO: 


1 




| 25318 




1 


1 


§ 






1 23529 j 


23530 1 


24266| 






23945) 








27424| 


20542| 










j 25494| 




1 




SEQ ID 

NO: 


I 18414| 






1 19225j 




j LQ00 I 1 


1 


1 




13738| 


13738| 


14479[ 


18543[ 




s 


8 






17225| 


8 


R 


12302| 


8 








§ 




Probe 
SEQ ID 
NO: 


| 8542 


| 9155| 


| 9254 : 




s 




1 1332] 


1 


! 


1 


1 


| 4591 | 




1 


1 


1 


1 


| 1344| 


| 7357| 




8 

SI 


| 2425| 


1 


| 5407] 


| 5512] 




1 


1 
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Top Hit Descriptor 


jUI-H-BW1-amr-a-10-0-Ul.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3070747 3' i 


jHcmo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5 \ 
|(SLC25A5), nuclear gene encoding mitochondrial protein, mRNA | 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5 j 
(SLC25A5), nuclear gene encoding mitochondrial protein, mRNA j 


iyz27g12.r1 Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:284326 5' similar to I 
|SW:H2B1_T1GCA P35068 HISTONE H2B.1/H2B.2. [2] PIR:B55612 ; j 


;yz27g12.r1 Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:284326 5' similar to I 
iSW:H2B1 TIGCA P35068 HISTONE H2B.1/H2B.2. [2] PIR:B5S612; | 


'yz27g12.r1 Soares_multiple_scIerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:284326 5' similar to I 
SW:H2B1_TIGCA P35068 HISTONE H2B.1/H2B.2. [2] PIR:B56612 ; 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA | 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA || 


Homo sapiens NIPSNAP, C. elegans, homolog 1 (NIPSNAP1), mRNA || 


Homo sapiens NIPSNAP, C. elegans, homolog 1 (NIPSNAP1), mRNA | 


Homo sapiens protein phosphatase 2, regulatory subunit B (B5B), alpha Isoform (PPP2R5A) mRNA | 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA ! 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA j 


Homo sapiens origin recognition complex, subunit 5 (yeast homolog)-like (ORC5L) mRNA, and translated 1 
products i 


Homo sapiens origin recognition complex, subunit 5 (yeast homdog)-like (ORC5L) mRNA, and translated 1 
products 


Homo sapiens chromosome 21 segment HS21 G101 j 


H.sapiens pseudogens for the low affinity IL-8 receptor | 


Homo sapiens sodium'calcium exchanger isoform NaCa3 (NCX1 ) mRNA, complete cds j 


Homo sapiens HLA-B gene for human leucocyte antigen B j 


Homo sapiens HLA-B gene for human leucocyte antigen B | 


yy59c02.r1 Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:277826 5' | 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA | 


AV71 781 7 DCB Homo sapiens cDNA clone DCBADC07 5' j 


AV717817 DCB Homo sapiens cDNA clone DCBADC07 5' j 


AV717817 DCB Homo sapiens cDNA clone DCBADC07 5' [ 


AV71 781 7 D CB Homo sapiens cDNA clone DCBADC07 5' j 


Top Hit 

Database 


| EST HUMAN [ 


u 




EST HUMAN | 


EST HUMAN | 


EST HUMAN | 


INT I 


INT | 




INT | 


H 


NT | 


NT | 


NT | 


NT 1 


NT i 


NT i 


NT I 


z 


NT | 


EST HUMAN | 


INT | 


EST HUMAN I 


EST HUMAN | 


EST HUMAN | 


ESTJHUMAN | 


Top Hit Acession 
No. 


|BF507493.1 


1 

s 


1 


s 


N55323.1 


IN55323.1 


11141880j 


1 
§ 




I 


S 




7657334! 


4505524 


1 


1 
< 


i 
I 


AF1 08389.1 


1 
< 


AJ 133267.2 


N45480.1 


11418318| 


AV717817.1 [ 


AV717817.1 [ 


AV717817.1 I 


AV717817.1 I 


Most Similar 
(Top) Hit 
BLAST E 
Value 


$ 


3.0E-6e| 


3.0E-6s| 


! 3.0E-6S 


! 3.0E-6s| 


3.0E-66| 


3.0E-6S| 


3.0E-66| 




3.0E-66[ 




2.0E-66| 


2.0E-66| 


2.0E-66| 


2.0E-6e| 


s 


2.0E-66| 


J 


s 


2.0E-66| 


2.0E-6B| 


s 


s 


1.0E-66| 


s 


1.0E-66| 


Expression 
Signal 


2 




s 






a 


2.91| 


5.47| 








1.02| 


1.02| 


O.93I 


s> 




1 


d 




12.69 1 


2.16| 


Sj 


1.381 


1.38 1 






ORFSEQ 
ID NO: 


8 
S 


1 21175I 


1 21170) 






21719| 




| 22797| 












19774| 


19775) 


1 


1 


1 






| 27205| 




1 225851 


j 22586| 


1 


1 


K S .. 








a 






12540 




I 






i 0033 j 


10033 


1 


1 


1 




: 3g82| 


! 


I 


170121 




12792 


1 2792 


12792 


























































Probe 
SEQ ID 
NO: 


| 8052 1 




1 


s 


1 


1 


| 2675| 


| 3079| 


1 


| 5528| 




3 


3 






1 


| 2944| 


| 3975| 


1 


| 4556| 


7135 


1 9475| 


8 


S 

8 


1 


1 
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Top Hit Descriptor 


602152996F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4294151 5' \ 


RC5-BN0193-010900-034-G06 BN0193 Homo sapiens cDNA j 


aa80e04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:827262 3' j 


Homo sapiens jun dimerization protein gene, partial cds; cfos gene, complete cds; and unknown gene j 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA | 


EST01750 Subtracted Hippocampus, Stratagene (cat. #936205) Homo sapiens cDNA clone HHCPN31 j 
similar to L1 repetitive element | 


au75d02.x1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE;2782083 3' similar to gb:M371 04 1 
ATP SYNTHASE COUPLING FACTOR 6, MITOCHONDRIAL PRECURSOR (HUMAN); j 


EST96812 Testis I Homo sapiens cDNA 5' end similar to similar to C. elegans hypothetical protein, cosmid I 
ZK353 I 


zhSSb05.r1 Soares_fetal_liver_spleen_1 NFLS_S1 Homo sapiens cDNA clone IMAGE:416049 5' j 


zh55b05.r1 Soares_fetal_liver_spleen_1 NFLS_S1 Homo sapiens cDNA clone 1MAGE:416049 5' [ 


Homo sapiens inositol 1 ,3,4-triphosphate 5/6 kinase (1TPK1), mRNA j 


Homo sapiens inositol 1 ,3,4-triphosphate 5/6 kinase (ITPK1), mRNA j 


au75d02.x1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:2782083 3' similar to gb:M371 04 1 
ATP SYNTHASE COUPLING FACTOR 6, MITOCHONDRIAL PRECURSOR (HUMAN); | 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1 ), mRNA | 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1 ), mRNA | 


Homo sapiens low density Iipoprotein-reiated protein 2 (LRP2), mRNA | 


Homo sapiens low density iipoprotein-reiated protein 2 (LRP2), mRNA | 


Homo sapiens gene for AF-6, complete cds 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 (CACNA2D1), mRNA j 


H.sapisns mRNA for acetyf-CoA carboxylase j 


Homo sapiens mRNA for transmebrane receptor protein 


Homo sapiens PMP69 gene, exons 3,4,5,6 & 7 | 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RB1 ) mRNA | 


Homo sapiens Synapsin III (SYN3) mRNA, and translated products j 


Homo sapiens Synapsin III (SYN3) mRNA, and translated products j 


Homo sapiens chromosome 21 segment HS21 C001 | 


Homo sapiens chromosome 21 segment HS21 C001 j 


Homo sapiens DKFZp434P211 protein (DKFZP434P211), mRNA | 


Homo sapiens DKFZp434P21 1 protein (DKFZP434P211), mRNA j 


Top Hit 
Database 


I 


|EST HUMAN | 


jEST HUMAN | 


z 


z 


EST HUMAN | 


1 

X 


EST HUMAN | 


jEST HUMAN | 


jEST HUMAN | 


z 


z 


| EST HUMAN | 


z 


z 


z 




























Top Hit Acession 
. No. 


IBF673088.1 j 


IBF328623.1 i 


I 


!AF1 11 167.2 I 




!M78158.1 


iAW 162232.1 [ 


IAA363416.1 


3 


;W85947.1 I 


7657243 1 




AW162232.1 | 


s 




1 


1 

! 


jAB01 1399.1 


I 11421527| 




i 


Y14320.1 


1 
1 


I 


8 
1 


IAL163201.2 i 


|AL163201.2 | 


7657020 1 


7657020 1 


Most Similar 
(Top) Hit 
BLAST E 
Value 


! 1.0E-66| 


j 1.0E-66| 


I 


I 


j 9.0E-67| 


8.OE-67I 


7.OE-67I 


s 


] 7.0E-67| 


! 7.0E-67| 


7.0E-67| 


j 7.0E-67| 


| 7.OE-67I 


I 7.0E-67| 


I 7.0E-67I 


| 7.0E-67| 




j 7.0E-67| 


| 7.0E-67[ 


| 6.0E-67| 




| 6.0E-67| 


| 6.0E-67| 


S 


j 6.0E-67| 


s 


| 6.0E-67| 


| 6.0E-67| 


| 6.0E-67| 


Expression 
Signal 


1 






I 2.3s| 




O.84I 










1.06[ 




7.07| 


? 


I 2.04i 


1.56 


8 


I 3.33 1 




1 1.32] 




o- 


1.24 














ORFSEQ 
ID NO: 












































| 21008j 


s 












| 24284| 












Exon 
SEQID 
NO: 


1 


1 






1 




1 




1 






S 


I03S0 


1 


1 


% 






19357| 




1 0708 1 


i1159l 


1 3056! 


13308! 


13308 


I 


1 


1 


! 




























































SEQID 
NO: 


% 


2 


8 


| 8312| 


I 


1 

9 




§ 






1 




| 2779| 


s 


1 57931 






| 9501 | 




s 




| 1252 | 


I 31311 


1 3391 | 




I 4035 


1 4035, 


1 46071 


1 
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Top Hit Descriptor 


jHomo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13) mRNA | 


Homo sapiens T cell receptor beta locus, TCRBV7S3A2 to TCRBV1 2S2 region 


|PM3-BN0176-100400-001-g04 BN0176 Homo sapiens cDNA | 


jyn02d1 1 .r1 Scares adult brain N2b4HB55Y Homo sapiens cDNA clone IMAGE:167253 5' j 


] RC0-HT0934-1 50900-026-C03 HT0934 Homo sapiens cDNA | 


Inw06a01.s1 NCI_CGAP_SS1 Homo sapiens cDNA clone IMAGE:1238472 3' similar to TR:O10385 010385 I 
|PRO-POL-DUTPASE POLYPROTEIN ; | 


] EST37903 Embryo, 9 week Homo sapiens cDNA 5' end 1 


|RC4-BT0311-141199-011-h06BT0311 Homo sapiens cDNA | 


J MR3-SN0066-040500-008-f01 SN0066 Homo sapiens cDNA 


hr81f05.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3134913 3' similar to SW:RHOP_MOUSE| 
Q61085 GTP-RHO BINDING PROTEIN 1 ; ! 


1 

< 
I 

1 

& 

f 

1 
i 

CO 

s 

z 

I 

§ 

E 


!hw16g09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3183136 3' similar to WP:F23H11.9 I 
|CE09617 ; | 


:QV4-ST0234~181199^037-f05 ST0234 Homo sapiens cDNA | 


IHomo sapiens double stranded RNA activated protein kinase (PKR) gene, exons 2a, 2, 3, and 4 | 


ba72g05.y1 NIH MGC 20 Homo sapiens cDNA clone IMAGE:2905976 5' similar to TR:094892 094892 1 
;KIAA0798 PROTEIN. ; i 


ba72g05.y1 NIH MGC 20 Homo sapiens cDNA clone IMAGE:2905976 5' similar to TR:094892 094892 1 
KIAA0798 PROTEIN. ; | ; 


;Homo sapiens KRAB zinc finger protein ZFQR mRNA, complete cds | 


Homo sapiens developmentaily regulated GTP-binding protein 1 (DRG1 ), mRNA 
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601875351F1 NIH_MGC_55 Homo sapiens cDNA clone IMAGE:4091893 5' j 


Homo sapiens mRNA for NADPH-cytochrome P-450 reductase, complete cds | 


Homo sapiens mRNA for NADPH-cytochrome P-450 reductase, complete cds j 
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;601175762F1 NIHJV1GC_J7 Homo sapiens cDNA clone llvfAGE:3531038 5' j 


PM2-TN0103-040900-001-C02TN0103 Homo sapiens cDNA j 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA | 
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Tc-p Hit Descriptor 
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Ii 


zq82h10.r1 Stratagene hNT neuron (#937233) Homo sapiens cDNA clone IMAGE:648163 5' similar to 
SW.SAV SULAG Q07590 SAV PROTEIN. ; 


zq82h10.r1 Stratagene hNT neuron (#937233) Homo sapiens oDNA clone IMAGE:648163 5' similar to I 
SW.SAV SULAC Q07590 SAV PROTEIN. ; 


UI-HF-BN0-alb-c-07-0-Ul.r1 NlH_MGC_50 Homo sapiens cDNA clone IMAGE:3078924 5' ) 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 2 (BIG2), mKNA j 


Homo sapiens killer inhibitory receptor 2-2-1 (KIR221 ) and killer inhibitory receptor 2-2-2 (KIR222) genes, I 
partial cds J 


601452067F1 NIH_MGC_66 Homo sapiens cDNA clone IMAGE:3855761 5' I 


S01894635F2 NIH MGC 19 Homo sapiens cDNA clone IMAGE:4124144 5' j 


Homo sapiens chromosome 21 unknown mRNA I 


Homo sapiens chromosome 21 unknown mRNA | 


Homo sapiens chromosome 21 unknown mRNA I 


Homo sapiens chromosome 21 unknown mRNA I 


Homo sapiens mRNA for KIAA1 431 protein, partial cds j 


Homo sapiens transcription factor NRF (NRF), mRNA j 


Hamo sapiens transcription factor NRF (NRF), mRNA t 


GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, LIVER 1 


Homo sapiens serine carboxypeptidase 1 precursor protein (HSCP1), mRNA I 


Homo sapiens serine carboxypeptidase 1 precursor protein (HSCP1), mRNA j 


Homo sapiens mRNA for KIAA01 45 protein, partial cds I 


Homo sapiens mRNA for KIAA0145 protein, partial cds I 


Homo sapiens mRNA for KIAA1485 protein, partial cds j 


Mus musculus G-protein coupled receptor GPR73 (Gpr73) mRNA, complete cds 


qt38h02.x1 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:1 950291 3' similar to contains 
THR.t2 THR repetitive element ; 


HSPD18178 HM3 Homo sapiens cDNA clone S3000023D09 j 


QV1 -DT0072-01 0200-056-hOS DT0072 Homo sapiens cDNA I 


Cricetulus longicaudatus mRNA for EF-1 alpha, complete cds I 


Homo sapiens gene for activin receptor type IIB, complete cds j 
yg38g04.s1 Scares infant brain 1NIB Homo sapiens cDNA clone IMAGE:34896 3' | 


1 

8 




IN 


| 


EST HUMAN | 


EST HUMAN | 


z 


NT | 


EST HUMAN | 


EST HUMAN | 


H 


NT 


NT | 


NT I 


z 


NT | 


z 


SW1SSPROT | 


NT | 




NT I 


NT I 


NT | 


NT I 


EST HUMAN | 


EST HUMAN 


EST HUMAN 


NT ! 


NT 

EST HUMAN 




Top Hit Acession 
No. 


1 

1 J 


i i 

□ 1 


1 


AW503842.1 | 


8 
1 


AF133901.1 | 


BE612554.1 | 


BF310675.1 ! 


1 
< 


AF231919.1 i 


AF231919.1 


AF231919.1 I 


I 
1 


11421388! 


114213881 




11055991 


110559911 


s 


D63479.2 


< 


< 


£ 
< 


F28784.1 


AW939485.1 


D00522.1 


AB008681.1 
R45088.1 


Most Similar 1 


(Top) Hit 
BLAST E 
Value 




u 1 


s 


6.0E-68I 


6.0E-68I 




s 


1 


5.0E-68I 


5.0E-68I 


5.0E-68 


5.0E-68 


s 




3 


4.0E-68I 


s 


4.0E-68. 


4.0E-68 


j? 


4.0E-68 


P 


3.0E-68 


3.0E-68 


3.0E-68 


2.0E-68 


2.0E-68 
2.0E-68 


Expression 


4.37 




1 






1.93 


1.42 


!• 


0.871 








s 




1.01 1 


17.241 


s 


5.64; 












1.45 




12.26 




ORF SEQ 

ID NO: 


§ 


i 1 


1 




s 


28627 




25178 


P 


| 


20572 


20673 


22830 


22247 


22248 




1 


8 


27290 1 




27371 












1 


Exon 
SEQ ID 
NO: 


0219 


— 


I 






836? 


9234 






?64? 




0731 


3034 






§ 


I 


I 


710? 




7171 ; 


3525i 


6454 


7847 




5076 


1 1 
























































J 


SEQ ID 
NO: 


8 


3794 


3794 




7971 










fS 


E 




3108 






1 


1 


s 
§ 




7225 




1 








2832 


4583 
1 6110j 



WO 01/57274 



PCT/US01/00666 



366 



WO 01/57274 



PCT/US01/00666 



Top Hit Descriptor 


yd08a02.r1 Soares infant brain 1 NIB Homo sapiens cDNA clone IMAGE:24880 5' similar to SP:A48836 
A48836 SPEGF lll=EGF REPEAT-CONTAINING FIBROPELLIN-LIKE PROTEIN - SEA URCHIN ; 


wh6Sg08.x1 NCl_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:2385758 3' | 


jHomo sapiens aoonitase 2, mitochondrial (AC02), mRNA ( 


|Homo sapiens arm-repeat protein NPRAP/neurojungin (CTNND2) mRNA, partial cds j 


jHomo sapiens TRAF6-binding protein T6BP mRNA, complete cds S 


IEST88807 HSC1 72 cells II Homo sapiens cDNA 5' end similar to similar to ribosomal protein S18 I 


I 
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|Human mRNA for calcium-binding protein in macrophages (MRP-14) macrophage migration inhibitory factor 
;(MIF)-related protein | 


IHomo sapiens riboscmal protein S1 5a (RPS1 5A), mRNA I 


IEST88807 HSC1 72 cells II Homo sapiens cDNA 5' end similar to similar to ribosomal protein S18 || 


jHomo sapiens HGC6.2 protein (HGC6.2), mRNA | 


; and alphallb protein gene, partial cds I 


; and alphallb protein gene, partial cds j 


; and alphallb protein gene, partial cds | 


; and alphallb protein gene, partial cds j 


|601 109444F1 NIH_MGC_16 Homo sapiens cDNA clone IMAGE:3350074 5' | 
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jRattus norvegicus brain specific cortactin-binding protein CBP90 mRNA, partial cds I 


IQV0-TT0010O31199-O45-CO7TT0010 Homo sapiens cDNA j 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA j 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA j 


Homo sapiens mRNA for KIAA1 1 47 protein, partial cds j 


Homo sapiens mRNA for KIAA1147 protein, partial cds j 


TCBAP1 E2678 Pediatric pre-B cell acute lymphoblastic leukemia Baylor-HGSC projeof=TCBA Homo sapiens] 
oDNA clone TCBAP2678 j 


TCBAP1 E2678 Pediatric pre-B cell acute lymphoblastic leukemia Baylor-HGSC project=TCBA Homo sapiensl 
cDNA clone TCBAP2678 j 


Homo sapiens keratin 8 (KRT8) mRNA | 


601 762902F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:4025785 5' | 


Homo sapiens KIAA0553 protein gene, complete cds. 


Homo sapiens K1AA0553 protein gone, complete cds: 


Homo sapiens K1AA0553 protein gene, complete cds 


Homo sapiens KIAA0553 protein gene, complete cds; 
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Homo sapiens hypothetical protein FLJ10998 (FLJ10998), mRNA | 


Homo sapiens cytochrome c oxidase subunit Vila-related protein gene, complete cds j 


AV761 21 7 MDS Homo sapiens cDNA clone MDSEIA03 5' j 


AV761 21 7 MDS Homo sapiens cDNA clone MDSEIA03 5' j 


Homo sapiens coagulation factor XIII, A1 polypeptide (F13A1 ), mRNA | 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 1 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


Homo sapiens gene for AF-6, complete cds ( 


!Wk95g03.x1 NCI_CGAP_Lu19 Homo sapiens cDNA clone IMAGE:24231 88 3' similar to TR:O86705 O86705I 
HYPOTHETICAL 38.6 KD PROTEIN . ;contains Alu repetitive element; | 


wk95g03.x1 NCI_CGAP_Lu19 Homo sapiens cDNA clone IMAGE:24231 88 3' similar to TR:O86705 O86705I 
HYPOTHETICAL 38.6 KD PROTEIN, contains Alu repetitive element; ; 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding mitocondrial protein, mRNA | 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding mitocondrial protein, mRNA | 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding mitocondrial protein, mRNA | 


(pseudogene) PTMAP2=prothymosin alpha [human, Genomic, 1 1 92 nt, segment 2 of 3] | 


Homo sapiens chromosome 21 segment HS21 C046 | 


|7k53a05.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3480080 3' similar to SW:KMLC_RABIT I 
IP07313 MYOSIN LIGHT CHAIN KINASE. SKELETAL MUSCLE ; | 


z 

■3 

| 

1 
1 
1 
5 

I 

a 


QVO-CS0010-150900-398-e11 CS0010 Homo sapiens cDNA | 


QV0-CSO01O-15090O-398-e11 CS0010 Homo sapiens cDNA j 


QV0-CS00 1 0-1 50900-398-e1 1 CS001 0 Homo sapiens cDNA | 


Homo sapiens alpha-tubulin mRNA, complete cds | 


AU 1 28584 NT2RP2 Homo sapiens cDNA clone NT2RP2003751 5' | 


au80c03.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:2782564 5' similar to 
TR:Q99785 Q99785 HYPOTHETICAL 32.4 KD PROTEIN [contains element MSR1 repetitive element ; 


MR4-BT0598-010600-005-d05 BT0598 Homo sapiens cDNA j 


MR4-BT0598-010600-005-d05 BT0598 Homo sapiens cDNA | 
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Top Hit Descriptor 


iHomo sapiens hypothetical protein dJ1 057B20.2 (DJ1 057B20.2), mRNA 


jHomo sapiens hect domain and RLD 2 (HERC2), mRNA 


jHomo sapiens hypothetical protein FLJ20758 (FLJ20758), mRNA 


Iyu28a03.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:235084 5' 


)2DJ09.u1 Scares fetal liver sen 1NFLS Hcmo sapiens cDNA cl IMACE:10S64S 


| Homo sapiens W EE1 gene for protein kinase and partial ZNF143 gene for zinc finger transcrip 


ah63a06.s1 Soares testis NHT Homo sapiens cDNA clone 1310290 3' 


Human ohondroitin sulfate proteoglycan versican V0 splice-variant precursor peptide mRNA, c 


Ionian ohondroitin sulfate proteoglycan versican V0 splice-variant precursor peptide mRNA, c 


Homo sapiens 959 kb contig between AML1 and CBR1 on chromosome 21 q22, segment 3/3 


Homo sapiens hypothetical protein FLJ20585 (FLJ20585), mRNA 


TCR V delta 2-C alpha =T-cell receptor delta and C alpha fusion gene {alternatively spliced, sp 
[human, precursor B-cell line REH, mRNA Partial, 211 nt] 


Homo sapiens hypothetical protein (FLJ11127), mRNA 


wb31a08.x1 NCI_CGAP_GC6 Homo sapiens oDNA clone IMAGE:2307254 3' 


Homo sapiens growth factor receptor-bound protein 10 (GRB10) gene, exon 5 


Homo sapiens growth factor receptor-bound protein 10 (GRB10) gene, exon 5 


Homo sapiens mRNA for KIAA1081 protein, partial cds 


Homo sapiens mRNA for KIAA1081 protein, partial cds 


Homo sapiens ribosomal protein L3-like (RPL3L) mRNA 


Homo sapiens basic transcription factor 2 p44 (btf2p44) gene, partial cds, neuronal apoptosis i 
protein (naip) and survival motor neuron protein (smn) genes, complete cds 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), mRNA 


Homo sapiens S100A12 gene for Calgranulin C, exon 2 and joined cds 


Homo sapiens gene for AF-6, complete cds 


aj28b09 s1 Soares_testis_NHT Hcmo sapiens cDNA clone 1391609 3' similar to gb:X02067 h 
mRNA for 7SL RNA pseudogene (HUMAN); 


Rattus ncrvegicus putative phosphate/phosphoenolpyruvate translocator mRNA, complete cds 


ai83d02.s1 Soares _parathyroid_tumor_NbHPA Homo sapiens cDNA clone IMAGE.-1 387395 3 


Homo sapiens vacuolar protein sorting 41 (yeast homolog) (VPS41), mRNA 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 
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Top Hit Descriptor 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA | 


RC4-HT0578-1 70300-012-g02 HT0578 Homo sapiens cDNA j 


RC4-HT0578-1 703C0-012-g02 HT0578 Homo sapiens cDNA ) 


Homo sapiens synaptic glycoprotein SC2 (SC2) mRNA, complete cds j 


Homo sapiens synaptic glycoprotein SC2 (SC2) mRNA, complete cds | 


MR0-CT0053-071 099-002-h1 1 CT0063 Homo sapiens cDNA ! 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA l| 


ws55c06.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2501 098 3' similar to TR:Q59050 
Q59050 HYPOTHETICAL PROTEIN MJ1656. ; J 
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i 
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s 

1 

1 
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Homo sapiens lysozyme homolog (LOC57151), mRNA | 


Homo sapiens vacuolar ATPase isoform VA68 mRNA, complete cds j 


bb62a06.y1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3030034 5' similar to gb:X04098_cds1 ACTIN, 
CYTOPLASMIC 2 (HUMAN); gb:M21495 Mouse cytoskeletal gamma-actin mRNA, complete cds (MOUSE); 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA I 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA ) 


Homo sapiens DNA for Human P2XM, complete cds | 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA j 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA | 


Homo sapiens chromosome 21 segment HS21 C006 |! 


Homo sapiens chromosome 21 segment HS21 C082 | 


Homo sapiens chromosome 21 segment HS21 C01 8 [ 


QVO-HT0494-020300-1 37-d03 HT0494 Homo sapiens cDNA [ 
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Homo sapiens heme-binding protein (HEBP), mRNA 


Homo sapiens heme-binding protein (HEBP), mRNA | 


Homo sapiens BASS' (BASS1) mRNA, partial cds j 


RC3-NN0056-27040C-011-c04 NN0066 Homo sapiens cDNA | 


Human beta globin region on chromosome 1 1 I 
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Top Hit Descriptor 


j Homo sapiens chromosome 21 segment HS21 C068 j 


j RC2-BT0S42-270300-01 9-f06 BT0642 Homo sapiens cDNA | 


hz73h08.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3213663 3' similar to WP:B0511.12 I 
|CE17351 ; 


|Homo sapiens DCRR1 mRNA, partial cds | 


|601070088F1 NIH_MGC_12 Homo sapiens cDNA clone IMAGE:3456260 5' | 


|601070088F1 NIH_MGC_12 Homo sapiens cDNA clone IMAGE:3456260 5' 


|Homo sapiens tracheal epithelium enriched protein (PLUNC) gene, complete cds 


Homo sapiens hypothetical protein FLJ10783 (FLJ10783), mRNA 


i Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA ! 


i Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA i 


iHomo sapiens DNA for Human P2XM, complete cds 


iHomo sapiens glutathione S-transferase theta 2 (GSTT2) and glutathione S-transferase theta 1 (GSTT1) I 
:genes, complete cds | 


Homo sapiens DNA cytosine-5 methyltransferase 3B (DNMT3B) mRNA, complete cds j 


Homo sapiens chromosome 21 segment HS21 C002 


;wk38a08.x1 NCI_CGAP_Pr22 Homo sapiens cDNA clone IMAGE:2417554 3' similar to gb:M14123 cds4 I 
RETROVIRUS-RELATED POL POLYPROTEIN (HUMAN); | 


aj28cC6.s1 Soares testis NHT Homo sapiens cDNA clone 1391626 3' similar to TR:Q15377Q15377Y- I 
CHROMOSOME RNA RECOGNITION MOTIF PROTEIN ; [ 


;MRO-SN0040-080600-006-g06 SN0040 Homo sapiens cDNA I? 


J602186616T1 NlH_MGC_49 Homo sapiens cDNA clone IMAGE:4298738 3' |, 


tt31c12.x1 NC!_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2242390 3' similar to TR:P97361 P97361 f 
HYPOTHETICAL 20.1 KD PROTEIN ; \ 


QV1 -BT0532-210200-079-e02 BT0632 Homo sapiens cDNA |, 
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Top Hit Descriptor 


|RC4-BT0310-110300-015-f10 BT0310 Homosapiens cDNA | 


|RC4-BT031 0-1 1 0300-01 5-f 1 0 BT031 0 Homo sapiens cDNA j 


jHomo sapiens KIAA0879 protein (KIAA0879), mRNA | 


Homo sapiens mRNA for KIAA0833 protein, partial cds | 


|Homo sapiens cadherin EGF LAG seven-pass G-type receptor 1 (CELSR1), mRNA \ 


|MR0-NN0087-260600-017-b10 NN0087 Homo sapiens cDNA j 


jQV2-HT0540-120SOD-358-a05 HT0540 Homo sapiens cDNA ) 


|ai23e05.s1 Soares_testis_NHT Homo sapiens cDNA clone 1343648 3' | 


ai23e05.s1 3oares_testis_NHT Homo sapiens cDNA clone 1343648 3' j 


|601581652F1 N!H_MGC_7 Homo sapiens cDNA clone IMAGE3936061 5' j 


.Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ system), member 8 (SLC7A8), I 
mRNA j 


'Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ system), member 8 (SLC7A8), 1 
mRNA | 


jHomo sapiens Y chromosome spermatogenesis candidate protein (RBM) pseudogene mRNA, partial cds | 


Homo sapiens KIAA0724 gene product (KIAA0724), mRNA j 


, Homo sapiens Kl AA0724 gene product (KIAA0724), mRNA | 


iHcmo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA i 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA [ 


»58d02.x1 NCI_CGAPJ3rn23 Homo sapiens cDNA clone IMAGE:21 03459 3' similar to SW:NUEM HUMAN 
Q16795 NADH-UBIQUINONE OXIDOREDUCTASE 39 KD SUBUNIT PRECURSOR ; 


Homo sapiens NRD convortase mRNA, complete cds , | 


Homo sapiens mRNA for KIAA1155 protein, partial cds j 


Homo sapiens mRNA for KIAA1 155 protein, partial cds | 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (WIDH2), mRNA | 


Homo sapiens mRNA for dynein heavy chain (DNAH9 gene) { 
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Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA J 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA J 
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Top Hit Descriptor 


hn98d02.x1 NCI CGAP_Co14 Homo sapiens cDNA clone IMAGE:3035907 3' similar to SW : 
P53620 COATOMER GAMMA SUBUNIT ; 


Homo sapiens mRNA for KIAA1345 protein, partial cds 


ws90h03.x1 NCI_CGAP_Co3 Homo sapiens cDNA clone IMAGE:2505269 3' similar to TR:0 
STRIATIN. ; 


Homo sapiens rab3 interacting protein variant 2 mRNA, partial cds 


Homo sapiens rab3 interacting protein variant 2 mRNA, partial cds 


Human mRNA for amyloid A4(751 ) protein 


Human cone photoreceptor cGMP-phosphodiesterase alpha' subunit gene, exons 2 and 3 


Human cone photoreceptor cGMP-phosphodiesterase alpha' subunit gene, exons 2 and 3 


Homo sapiens mRNA for Death-associated protein kinase 2, complete cds 


Homo sapiens Iigase i, DNA, ATP-dependent(LIGI), mRNA 


Homo sapiens vesicle trafficking protein sec22b (SEC22B) mRNA 


Homo sapiens vesicle trafficking protein sec22b (SEC22B) mRNA 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


Homo sapiens beta-ureidopropionase (LOC51 733), mRNA 


Homo sapiens beta-ureidopropionase (LOC51733), mRNA 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mKNA 


Homo sapiens NF2 gene 


Homo sapiens NF2 gene 


Homo sapiens cuilin 4A (CUL4A) mRNA, complete cds 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1 


Homo sapiens chromosome 21 segment HS21 C083 


601474072F1 NIH_MGC_68 Homo sapiens cDNA clone IMAG£:3877121 5' 


601474072F1 NIH_MGC_68 Homo sapiens cDNA clone IMAGE:3877121 5' 


hg85c01.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2952384 3' 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL) mRNA 


hg85c01.x1 NCi_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2952384 3' 


Homo sapiens period (Drosophila) homolog 3 (PER3), mRNA 


33f3 Human retina cDNA randomly primed sublibrary Homo sapiens cDNA 
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EST372729 MAGE resequences, MAGF Homo sapiens cDNA j 


zk45h09.r1 Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone IMAGE:485825 5' similar to I 
PIR:S52437 S52437 CDP-diacylglycerol synthase - fruit fly ; | 


tz45c04.y1 NCI_CGAP_Brn52 Homo sapiens cDNA clone IMAGE:2291526 5' | 


Human aconitate hydratase (AC02) gene, exon 3 I 


Homo sapiens polymerase (DNA directed), gamma (POLG), mRNA | 


Homo sapiens polymerase (DNA directed), gamma (POLG), mRNA • ) 


Homo sapiens arm-repeat protein NPRAP/neurojungin (CTNND2) mRNA, partial cds I 


Homo sapiens arm-repeat protein NPRAP/neurojungin (CTNND2) mRNA, partial cds j 


602137864F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274535 5' | 


Homo sapiens polymerase (DNA directed), gamma (POLG), mRNA j 


NIH MGC 56 Homo sapiens cDNA clone IMAGE:3930228 5' | 


NIH_MGC_56 Homo sapiens cDNA clone IMAGE:3930228 5' j 


N1KMGCL53 Homo sapiens cDNA clone IMAGE:3685483 5' | 


NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3838280 5' j 


NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3838280 5' | 


CM3-NN0059-1 40400-1 47-a1 2 NN0059 Homo sapiens cDNA f 
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.OE-81 




3 


3 


OE-81 




3 


3 


.OE-81 


\.8-301 




8.0E-82 


8.0E-82 


8.0E-82 


8.0E-82 


8.0E-82 


8.0E-82 


8.0E-82 


7.0E-82 


3 


5.0E-82 










































1 
& 


Signal 






7.85| 






4.oi : 






3:151 














« 




8 


2.42| 


























0.81 1 


ORFSEQ 


ID NO: 


23304' 


l 


24222, 


29103' 


24982| 


24983' 


1 

IS 


25450 


25750 1 


1 

8 




1 




§ 








1 




1 


25325| 


1 


1 


200441 


20566j 


206451 


21244| 


l 


23825 




22495 


23713! 


SEQ ID 

NO: 


13516 






8 
8 


1 


5206 




I 


5645 j 




1 






1 


§ 


8 


8312 


8312 








1 


I 


8 




0795| 


8 








2601 


3937 1 
































































Probe 
SEQ ID 

NO: 




1 


! 


I 


I 


I 


I 


1 


5737I 


1 


7631 1 




7726| 






8000I 


8438| 


1 


1 


88101 








1 




1 


14751 


| 163s| 


8 


14341 


2739I 


4034| 
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Top Hit Descriptor 


| Homo sapiens mRNA for KIAA0727 protein, partial cds j 


|Homo sapiens FAM4A1 splice variant a (FAM4A1) mRNA, complete cds | 


| Homo sapiens slit (Drosophila) homolog 3 (SLIT3), mRNA | 


| Human endogenous retrovirus-K, LTR U5 and gag gene i 


|Human endogenous retrovirus-K, LTR U5 and gag gene j 


Homo sapiens CAGF9 mRNA, partial cds j 


|Homo sapiens CAGF9 mRNA, partial cds 


|zb31d10.s1 Soares_parathyroid_tumor_NbHPA Homo sapiens cDNA clone IMAGE:305203 3' j 


s 

a 
1 

1 
< 

1 

| 
§ 

V. 

1 

1 
l' 

1 

1 


IHomo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA j 


|Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA j 


|601510859F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:391 2207 5' j 


|RC4-BT0310-110300-015-f10 BT0310 Homo sapiens cDNA \ 


|Homo sapiens mRNA for KIAA0538 protein, partial cds ( 


j U l-H-BW 1 -aoa-f-03-0-U I.s1 NCI_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3084053 3' j 


| Homo sapiens chromosome 21 segment HS21 C009 j 


| Homo sapiens chromosome 21 segment HS21 C046 J 


J6021 50403F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4291 561 S | 


| 

1 

1 

z 

■3 
1 
8 
| 

3 
5 

2 
S 


jza48f1 2.s1 Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone IMAGE:295823 3' ' 


no1 2h01 .s1 NCI_CGAP_Phe1 Homo sapiens cDNA clone IMAGE:1 100497 3' similar to contains Alu j 
j repetitive element; | 


7p37a07.x1 NCl_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:3647893 3' similar to TR:Q9Y3I6 Q9Y3I6 I 
DJ207H1.1 ; | 


|Human platelet Glycoprotein lib (GPIIb) gene, exons 2-29 | 


|hf31 h03.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2933525 3' similar to ( 
|SW:YBEB_HAEIN P44471 HYPOTHETICAL PROTEIN HI0034. ; | 


IQV4-ST0234-1 81 1 99-037-f05 ST0234 Homo sapiens cDNA { 


jzi59c05,s1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:435080 3' | 


IHomo sapiens hypothetical protein FLJ10379 (FLJ10379), mRNA j 


| Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein A (33kD) (VAPA) mRNA, I 
(and translated products 


Homo sapiens hyperion gene, exons 1-50 | 


I Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), mRNA j 


Top Hit 
Database 


INT I 


[NT ! 


INT 


!nt ; 


INT | 


INT | 


INT ! 


I EST HUMAN | 


|EST_HUMAN | 


INT I 


INT | 


lEST HUMAN j 


EST HUMAN j 


INT 


EST HUMAN | 


INT ) 


INT I 


|EST_HUMAN j 


EST HUMAN j 


,EST HUMAN ! 


EST HUMAN I 


EST HUMAN | 


z 


IEST HUMAN | 


EST HUMAN j 


:EST HUMAN | 


NT i 


NT I 


NT | 


NT I 


Top Hit Acession 
No. 


jAB018270.1 j 


IAF234882.1 | 


! 11321570| 




jY08032.1 | 


|U80736.1 I 


|U80736.1 | 


|N94950.1 i 


jAA01 1278.1 | 


j 11418097| 


| 11 545921 1 


|BE885106.1 i 


I 


;AB011110.2 I 


BF515938.1 I 


| AL1 63209.2 | 


I AL1 63246.2 | 


JBF672220.1 i 


|BE383973.1 | 


I 
z 


AA584655.1 I 


IBF221813.1 | 


5 


|AW573088.1 | 


1 
1 


|AA701457.1 I 


11 430241 1 


! 4507866| 


< 


11422024| 


E X j- 0 




s 




2.0E-82[ 


2.0E-82| 


2.0E-82| 


d.0E-82[ 


s 


s.0E-82| 


>.0E-82| 


s 


2 


s 


LU 


l.0E-82| 




l.0E-82| 




3.0E-83[ 


3.0E-83| 


'.OE-83I 


'.OE-Ssj 


5.0E-83| 


3.OE-83I 


5.0E-83| 


i 


:.0E-83| 


3.OE-83I 


3.0E-83| 


:.0E-83| 
































































Expression 
Signal 


I 2.37| 




] 2.23 1 










2.23| 




s 












2.57 1 








! 












§ 




1.72 






ORFSEQ 
ID NO: 


| 25108j 


| 25762| 


8 




27913| 




8 








20321 | 




21 020 | 


21021 | 




n 

8 


§ 

8 


| 27124 1 


| 21155| 








§ 

8 


21515| 


§ 


I 


8 


1 


25679] 


26452| 


Q 


1 5278 1 




16713, 




17671 


8 


1 


1 


1 


19395 


10515 


8 








2 


1 8250; 


1 


11297 


I2647I 


1 2764 




1 0343 


11647 


8 


s 

83 


I3431| 




1 5579 


1 
































































Probe 
SEQ ID 

NO: 


S3 




I 


| 7821| 


7821 




1 


1 


1 


1 




8 


1 


I 12651 


1 


a 


| 8373| 


| 7057 1 


I 1392 


1 




I 4710 I 




| 174?| 


1 


1 3031 1 


| 3515! 


8 




1 
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Top Hit Descriptor 


60130800SF1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3626257 5' j 


Homo sapiens pericentriolar material 1 (PCM1), mRNA I 


nw12e06.s1 NCI_CGAP_SS1 Homo sapiens cDNA clone IMAGE:1 2391 06 3' ] 


Homo sapiens 959 kb contig between AML1 and CBR1 on chromosome 21 q22; segment 1/3 j 


DKFZp434N0323_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434N0323 5' j 


DKFZp434N0323_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434N0323 5' ] 


Homo sapiens 959 kb contig between AML1 and CBR1 on chromosome 21 q22; segment 1/3 j 


uterine water channel=28 kda erythrocyte integral membrane protein homolog [human, uterus, mRNA, 1340 I 
nt] | 


Novel human gene mapping to chomosome 13 j 


Novel human gene mapping to chomosome 13 j 


Novel human gene mapping to chomosome 13 j 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA j 


Homo sapiens NGFI-A binding protein 1 (ERG1 binding protein 1) (NAB1), mRNA j 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15) mRNA | 


Homo sapiens ubiquitin specific proteaee 13 (isopeptidaee T-3) (USP13) mRNA j 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13) mRNA j 


Homo sapiens purinergic receptor P2X-like 1 , orphan receptor (P2RXL1 ), mRNA | 


Hcmo sapiens aconitase 2, mitochondrial (AC02), mRNA j 


Homo sapiens chromosome 21 segment HS21 C009 | 


Homo sapiens nuclear protein Skip mRNA, complete cds I 


Homo sapiens nuclear protein Skip mRNA, complete cds | 


Human plasminogen gene, exon 7 | 


Human plasminogen gene, exon 7 I 


Homo sapiens DKFZp434P21 1 protein (DKFZP434P21 1 ), mRNA ) 


Homo sapiens chromosome 21 segment HS21 C080 | 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), mRNA j 


Homo sapiens chromosomB 21 segment HS21 C068 | 


Homo sapiens DKFZp434P21 1 protein (DKFZP434P21 1 ), mRNA j 


Homo sapiens riboscmal protein L27 mRNA, complete cds ! 


Homo sapiens MSTP030 mRNA, complete cds ■ |i 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 0 (RNA helicase) (DDX10), mRNA [ 


Top Hit 


Database 


ESTHUMAN 


NT ! 


ESTJHUMAN 


NT I 


EST HUMAN ! 


ESTJHUMAN j 


NT | 


NT j 


NT i 


NT j 


NT | 


NT | 


NT I 




NT | 


NT [ 


NT | 


NT | 




NT ! 


NT j 






NT I 


NT I 


z 


z 


NT I 


NT I 


z 


NT S 


Top Hit Acession 
No. 


BE392137.1 


11427197! 


S 


I 
< 


AL043314.2 | 


1 
< 


AJ229041.1 ! 




1 
< 


AL049784.1 i 


s 
1 

< 


1 


1 




4507848| 


4507848| 




11418185| 


8 
S 


U51432.1 j 


U51432.1 


M33282.1 i 


M33282.1 ! 


8 
S 


AL1 63280.2 I 


| 
1 


AL163268.2 | 


§ 
1 


L05094.1 


< 


11438573 


Most Similar 
(Top) Hit 
BLAST E 
Value 


? 


.OE-84! 


1 


.OE-84! 


i 


s 


3 


I 


,0E-84j 


,0E-84| 


.OE-84 


.0E-84[ 




3 




3 


3 


.0E-84| 


9.0E-85[ 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


9.0E-85| 


7.0E-85| 


£ 


6.OE-85I 






































j 


Signal 


3.13| 


P 




8 


» 


% 


9 






! 








2.45| 


1.85| 




2.98| 






















1.27| 


3.24| 




2.56 1 


ORFSEQ 


d 
a 


21790 


21964 


8 


| 


1 




23998 | 




261 43 | 


8 


8 

8 


8 


1 
8 




I 


24885 [ 




25330| 






8 


21322| 


21323| 






1 

s 




21417| 


20877| 








a 

Si 








4216 


1 




4216 


1 


6007 


6007 










5091 


5091 




1 




0974 




1465 


| 




1 


s 




1554 


§ 




18535| 






























































Probe 


□ 


2008 


2176 




4319| 


4601| 


1 


4823 1 




6113 


6113| 




1 




1 


1 


1 


8 


1 




057 


S 






1 


8 


4778 


4825| 




1120 




871s| 
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Top Hit Descriptor 


1 Homo sapiens chromosome 21 segment HS21 CD84 | 


wi67h08.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2398431 3' similar to contains element I 
MSR1 repetitive element ; | 


601591416F1 NIHJl/lGCJ Homo sapiens cDNA clone IMAGE:3945818 5' 


601 46281 7F1 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:3866021 5' j 


601 46281 7F1 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:3866021 5' ! 


601109738F1 NIH_MGC_16 Homo sapiens cDNA clone IMAGE:3350553 5' j 


zj45f03.s1 Scares Jetaljiver spIeenJNFLS S1 Homo sapiens cDNA clone IMAGE:453245 3' | 


zj45f03.s1 Scares _fetal liver_spieen_1NFLS S1 Homo sapiens cDNA clone IMAGE:453245 3' | 


601897003F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:4126440 S j 


601897003F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:41 26440 5' j 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA [ 


Homo sapiens calcineurin binding protein 1 (KIAA033D), mRNA j 


601120778F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:2967690 5' ! 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA | 


aj88t08.s1 Scares_pa-atriVTO!d_tumor_NbHPA Homo sapiens clJNA clone IMAUb:14U3559 3' 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 (TAX1BP1), mRNA I 


Homo sapiens galactocerebrosidase (GALC) gene, exon 15 | 


| 
E 

i 
1 

X 


H DiGeorga Gyncrc i L r r h ~ | 


Homo sapiens simi at to transcription factor CA150 (H. sapiens) (LOC63170), mRNA i 


Homo sapiens similar to transcription factor CA1 50 (H. sapiens) (LOC631 70), mRNA ( 


Hcmo oapiene oxoglutarat© dehydrogenase (lipoamide) (OGDH) mRNA | 


6O1072594F1 NIH_MGC_12 Homo sapiens cDNA clone IMAGE:3458830 5' | 


501176865=1 NIH _MGC_17 Homo sapiens cDNA clone IMAGE:3531953 5' 


601072594F1 NIH_M3C_12 Homo sapiens cDNA clone IMAGE:3458830 5' I 


xz92h"2,x" NCI CGAFJ_u24 Homo sapiens cDNA clone IMAGE:2871719 3' | 


601509696.-1 NIH_M3C_71 Homo sapiens cDNA clone IMAGE:391 1303 5' i 


601509696F1 NIH_M3C_71 Homo sap ens cDNA clone IMAGE:391 1303 5' ! 


tul ebC2.x1 NCI_CGAP_Pr28 Homo sapiens cDNA cione IMAGE:2251371 3' | 


601332333F1 NIH_M3C_21 Homo sspens cDNA clone IMAGE:3636753 5' | 


ES - ' 77232 Jurkat T-oells VI Hcmo sapiens cDNA 5' end j 


Homo sapiens chromosome 21 segment HS21 C003 | 


Top Hit 




INT I 


z 

s 

£ 


1 

X, 


'EST HUMAN ! 


ESTJHUMAN ! 


EST HUMAN | 


EST HUMAN | 


z 

1 

I 




EST HUMAN I 


INT I 


I INI 


EST HUMAN j 


NT 


EST HUMAN 


NT I 




NT | 


NT i 


NT | 


NT 


NT j 


EST HUMAN | 


EST HUMAN I 


z 
5 

X 


EST_HUMAN [ 


EST HUMAN I 


EST HUMAN | 


EST_HUMAN j 


EST HUMAN \ 


EST HUMAN j 


NT I 


S 

! 

§ 




| AL1 63284.2 | 


I 
1 


















| 1 1 41 7862| 


| 


]BE274217.1 | 


76622471 


! § 






1 


1 


11417012| 


114170121 


4505492| 




















|AL1 63203.2 \ 


1 

LU 


JBE61S392 


|BE618392 


|BE257917. 


IAA778785 


iAA778785 


1 


IBF311552. 


BE547173. 


1 


% 


1 
1 




s 


IAI659240." 


|BE410354. 


I 


Most Similar 
(Too) Hit 


BLAST E 
Value 


| 2.0E-85| 


| 2.0E-85 


1 .OE-85: 


1. OE-85 1 


I.OE-85 














j.0E-85| 


).0E-86| 


98-30'. 


§ % 


|98-30'; 


s 


3 


j98-30', 


3 


3 


1 


S 


3 




i 3.0E-86| 


I 3.0E-86I 


| 3.0E-86| 


| 3.0E-86| 






! 2.0E-86| 








































Expression 


if 










^ 


§ 

IN 


I 2.56| 


1 2.56| 


s. 








% 






i 6.91| 




8. 






2.15 






10.18| 




| 6.02| 


I 3.311 




| 9.01| 


| 2.02| 






ORF SEQ 


ID NO: 








si 


| 22122! 


| 27704, 


j 284191 


I 






25283 1 






20001 I 


$ 1 


1 


f 










21 027 1 




§ 


1 


2541 1 1 


1 27963 1 


1 


| 28125! 




1 




! 




| 14705[ 


17209 


12125 


1 




1 7483 




18175 




1 8242 










10845 




1 6955 


17444 




1 


1 




10175 


8 




1 5355! 


17718 




17883 




10231 


I0354| 
































































I 


NO: 


s 


| 7341 


| 2241 [ 


| 2344 j 


| 2344 j 


1 




1 


I 


1 




1 


I 14101 


Si 






| 7078| 


1 7593j 


I 


a 
s 


s 


| 1272| 


i 


1 56771 


| 8567| 


| 5435 | 


1 




| 8734! 
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Top Hit Descriptor 


RC5-HT0580-200300-031 -G04 HT0580 Homo sapiens cDNA j 


601 5S9041 F1 NIH MGC 21 Homo sapiens cDNA clone IMAGE:3843730 5' j 


601 569041 F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3343730 5' | 


601341383F1 NIH_MGC_53 Homo sapiens cDNA clone IMAGE:3683348 5' | 


601176032F1 NIH_MGC_17Homo sapienscDNA clone IMAGE:3531511 5' j 


yv21 e07.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE243396 5' | 


yv21 e07.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:243396 5' I 


Human cyclophilin gene for cyclophilin (EC 5.2.1 .8) j 


60127831 5F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE:361 0539 5' I 


Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA \ 


PM2-CT0265-1 41 099-001 -g04 CT0265 Homo sapiens cDNA ! 


PM2-CT0265-1 41 099-001-g04 CT0265 Homo sapienscDNA j 


Human mRNA for T-ce!l cyclophilin I 


Homo sapiens neurexin III (NRXN3) mRNA 1 


Rattus norvegicus taste bud receptor protein TB 641 (TB 641) gene, complete cds j 


Homo sapiens growth factor receptor-bound protein 10 (GRB10) gene, exon 8 j 


Homo sapiens growth factor receptor-bound protein 10 (GRB10) gene, exon 8 | 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA ] 


Homo sapiens tracheal epithelium enriched protein (PLUNC) gene, complete cds ! 


Homo sapiens mRNA for alpha2,3-sialyltransferase ST3Gal VI, complete cds j 


Homo sapiens mRNA for alpha2,3-sialyltransferase ST3Gal VI, complete cds 1 


RC6-BN0276-050700-012-E02 BN0276 Homo sapiens cDNA | 


RC6-BN0276-050700-012-E02 BN0276 Homo sapiens cDNA j 


Homo sapiens heot dcmain and RLD 2 (HERC2), mRNA - - \ 


Homo sapiens RGH1 gene, retrovirus-like element j 


Homo sapiens sulfotransferase-related protein (SULTX3), mRNA j 


Homo sapiens double stranded RNA activated protein kinase (PKR) gene, exon 12 | 


Homo sapiens mRNA for KIAA1399 protein, partial cds | 


Homo sapiens mRNA for KIAA1399 protein, partial cds | 


1 

! 

1 

! 

| 


H. sapiens ECE-1 gene (exon 9) j 


H. sapiens ECE-1 gene (exon 9) | 


Homo sapiens DNA, DLEC1 to ORCTL4 gene region, section 1/2 (DLEC1 , ORCTL3, ORCTL4 genes, L 
complete cds) j 


Top Hit 
Database 


EST HUMAN | 


[EST HUMAN | 


iEST HUMAN [ 


!EST HUMAN | 


z 

1 

X 


EST HUMAN | 


EST HUMAN | 


:nt I 


EST HUMAN | 




EST HUMAN | 


z 

1 

i 


INT I 


NT | 






NT | 


INT | 




;NT | 




|EST_HUMAN [ 


jEST HUMAN | 


INT | 






INT I 


INT I 


NT I 


INT | 


NT | 


z 


NT I 


Top Hit Acession 
No. 












N48128.1 


N48128.1 


X52851.1 






1 


AW3S1977.1 


IY00052.1 




i 


I 


AF073371.1 


1 


< 


|AB022918.1 


s 


i 


BE818183.1 


5729867j 


D1 0083.1 


1 


l 


AB037820.1 


IAB037820.1 


AL163209.2 


1 


i 

i 


§ 

< 


! BE1 75478/ 


BE734190/ 


BE734190/ 


BE567193." 


BE294432." 


Most Similar 
(Top) Hit 
BLAST E 
Value 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 


| 2.0E-87| 










l.0E-87| 








l.0E-87| 










l.0E-87| 




I .OE-87] 


l.0E-87| 


1. OE-87 1 


I 


| 9.0E-88| 


I 


I 


| 9.0E-88| 




| 9.0E-8s| 




































§ 

&* 




I 7.87! 










28.31 1 






2.33 1 




j 0.94i 




I 2.47 












| 1.19 


| 1.19 




2.77\ 


1 


s 


Sj 










1 2.64j 




1.23 


ORF SEQ 
ID NO: 


I 24537 1 


| 25457 1 


$ 




| 26275 | 






1 






1 211811 


| 21182| 


| 23349 1 


| 23374| 










1 

8 


1 


| 27234 1 


I 


j 27621 | 








1 


§ 


| 21091 1 


| 23279 | 


| 23847 | 


I 

s 


24580 | 


SEQ ID 
NO: 




1 5393 1 


£ 




16122 


1 


8 


16771 


i 








1 






1 


1 






s 


I7042I 


1 


s 


s 
§ 






§ 




I1234| 


1 
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Top Hit Descriptor 


Homo sapiens molybdenum cofactor biosynthesis protein A and molybdenum cofactor biosynthesis protein C 1 
mRNA, complete cds 


Homo sapiens v-ets avian erythroblastosis virus E26 oncogene related (tKti), mKNA j 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA j 


Homo sapiens Calsenilin, presenilin-blnding protein, EF hand transcription factor (CSEN), mKNA 1 


Homo sapiens SNARE protein kinase SNAK mRNA, complete cds 1 


Homo sapiens SNARE protein kinase SNAK mRNA, complete cds I 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA I 


1 
% 

< 

1 

1 
I 

s 

i 

u 

V 

z 

I 

I 


UI-H-BI1-aea-d-04-0-Ul.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:2718750 3' j 


Homo sapiens KIAA041 7 mRNA, complete cds J 


Homo sapiens KIAA0417 mRNA, complete cds I 


aa54a1 1 ,s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 1MAGE:824732 3' similar to WP:B0272.2 I 
CE00851 ; | 


DKFZp434N0323_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434N0323 5' j 


cs91g03.s1 NCI CGAP GC3 Homo sapiens cDNA clone IMAGE:1 61 2756 3' 3imilar to gb:M1 6342 I 
HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEINS C1/C2 (HUMAN); ! 


Homo sapiens chromosome 21 segment HS21 C046 | 


Homo sapiens transgelin 2 (TAGLN2), mRNA ! 


601142409F1 NIH MGC 14 Homo sapiens cDNA clone IMAGE:3506186 5' I 


|Homo sapiens hormonaliy upregulated nej tumor-associated kinase (HUNK), mRNA i 


Homo sapiens hormonaliy upregulated neu tumor-associated kinase (HUNK), mRNA 1 


Homo sapiens complement component 8, beta polypeptide (C8B) mRNA | 


|DKFZp434E246 r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434E246 5' I 


H.sapiens CLN3 gene, complete CDS j 


JH.sapiens CLN3 gene, complete CDS j 


iHomo sapiens ectin related protein 2/3 complex, subunit 1A (41 kD) (ARPC1A), mRNA I 


H.sapiens Wee1 hu gene I 


1 
& 

.1 


j Homo sapiens mRNA for KIAA0823 protein, partial cds 1 


| Homo sapiens mRNA for K.IAA0823 protein, partial cds j 


Human aconitate hydratase (AC02) gene, exon 2 \ 


| Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), mRNA I 


| Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4) mRNA j 
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Top Hit Descriptor 


hr81d09.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3134897 3' similar to TR:054778 0! 
jSOLUTE CARRIER FAMILY 22 -LIKE 2 PROTEIN ; 


hr81d09.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:3134897 3' similar to TR:054778 05 
jSOLUTE CARRIER FAMILY 22 -LIKE 2 PROTEIN ; 


Homo sapiens chromosome 21 segment HS21 C046 


Homo sapiens chromosome 21 segment HS21 C046 


Homo sapiens chromosome 21 segment HS21 C046 


Homo sapiens chromosome 21 segment HS21 C046 


7e36f08.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3284583 3' 


7e36f08.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3284583 3' 


Homo sapiens calcium channel alphalE subunit (CACNA1E) gene, exons 7-49, and partial cds, alternat 
j spliced 


ai63dD8.s1 Soares_tes6s_NHT Homo sapiens cDNA clone 1375503 3' 


601655837R1 NIH_MGC„6S Homo sapiens cDNA clone IMAGE:3855824 3' 


601655837R1 NIH_MGC_6S Homo sapiens cDNA clone IMAGE:3855824 3' 


yr86e04.s1 Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone IMAGE:212190 3' similar to 
SP:C1 TC_HUMAN P1 1 583 C-1-TETRAHYDR0FOLATE SYNTHASE, CYTOPLASMIC ; 


yT86e04.s1 Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone IMAGE:212190 3' similar to 
SP:C1TC_HUMANP1158S C-1-TETRAHYDROFOLATE SYNTHASE, CYTOPLASMIC ; 


H.sapiens ECE-1 gene (exon 6) 


H.sapiens ECE-1 gene (exon 6) 


Homo sapiens hypothetical protein FLJ10388 (FLJ1D388), mRNA 


Homo sapiens hypothetical protein FLJ10388 (FLJ1D388), mRNA 


Homo sapiens HsGCNI mRNA, partial cds 


Homo sapiens HsGCNI mRNA, partial cds 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3) mRNA 


Homo sapiens inositol 1 ,4,5-triphosphate receptor, type 3 (ITPR3) mRNA 


Homo sapiens TCL6 gene, exon 1-1 Ob 


Human gamma-aminobutyric acid transaminase mRNA, partial cds 


Homo sapiens intersectin long isoform (ITSN) mRNA, complete cds 


Homo sapiens pregnancy-zone protein (PZP) mRNA 


1 
15 
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1 
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Zj82g10.s1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:461442 3' 


DKFZp762P1616_r1 762 (synonym: hme!2) Homo sapiens cDNA clone DKFZp762P1616 5" 
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Top Hit Descriptor 


H.sapiens mRNA encoding phospholipase c j 


H.sapiens mRNA encoding phospholipase c j 


Homo sapiens angiopoietin 4 (ANG4) mRNA, partial cds j 


Homo sapiens angiopoietin 4 (ANG4) mRNA, partial cds [ 


Homo sapiens adenylate cyclase 9 (ADCY9) mRNA j 


Homo sapiens hypothetical protein FU13222 (FLJ13222), mRNA j 


Homo sapiens similar to ectonucleotide pyrophosphatase/phosphodiesterase 3 (H. sapiens) (LOC63214), I 
mRNA | 


|hoitio sapiens ATPase, aminophospholipid transporter-like, Class I, type 8A, member 2 (ATP8A2), mRNA | 


Homo sapiens gene fcr AF-6, complete cds > 


ar78h05.x1 Barstead aorta HPLRB6 Homo sapiens cDNA clone IMAGE:2128761 3' j 


Homo sapiens chromosome 21 unknown mRNA | 


Homo sapiens chromosome 21 unknown mRNA I 


Homo sapiens myosin phosphatase, target subunit 1 (MYPT1), mRNA ! 


H.sapiens gene encoding discoidin receptor tyrosine kinase, exon 16 | 


Homo sapiens DNA fcr amyloid precursor protein, complete cds i 


Homo sapiens mRNA for KIAA1244 protein, partial cds | 


Human prohormone converting enzyme (NEC2) gene, exon 8 j 


601335244F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE:3689147 5' | 


601067378F1 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:3453834 5' | 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 7 (HMG17), mRNA [ 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 7 (HMG1 7), mRNA | 


qc54c02.x1 Soares_placenta 8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1713410 3' I 
similar to SW :OLF3_MOUSE P23275 OLFACTORY RECEPTOR OR3. ; I 


Homo sapiens mRNA for KIAA0289 gene, partial cds j 


Homo sapiens GRB2--elated adaptor protein (GRAP) mRNA ) 


ba49d05.y3 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:2899881 5' similar to TR:O75208 075208 I 
HYPOTHETICAL 35.5 KD PROTEIN. ; 


Homo sapiens similar to laminin receptor 1 (67kD, ribosomal protein SA) (H. sapiens) (LOC63484), mRNA | 


Homo sapiens similar to laminin receptor 1 (67kD, ribosomal protein SA) (H. sapiens) (LOC63484), mRNA I 


AU118985 HEMBA1 Homo sapiens cDNA clone HEMBA1004795 5' | 
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Top Hit Descriptor 


]AU1 18985 HEMBA1 Homo sapiens cDNA clone HEMBA1004795 5' | 


| Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA | 


(homio sapiens amyloid beta (A4) precursor protein (protease nexin-ll, Alzheimer disease) (APP), mRNA j 


IHomo sapiens chromosome 21 unknown mRNA j 


|Homo sapiens mRNA for T-box transcription factor (TBX20 gene), partial | 


jHomo sapiens mRNA for T-box transcription factor (TBX20 gene), partial j 


jHomo sapiens ALR-Iike protein mRNA, partial cds j 


|Homo sapiens ALR-like protein mRNA, partial cds | 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA | 


|Homo sapiens protein phosphatase 2A BR gamma subunit gene, exon 3 | 


jHomo sapiens protein phosphatase 2A BR gamma subunit gene, exon 3 j 


j601 1 59563F2 NIH MGC 53 Homo sapiens cDNA clone IMAGE:351 1118 5' j 


Homo sapiens similar to SALL1 (sal (Drosophila)-like (LOC57167), mRNA j 


jHomo sapiens chromosome 8 open reading frame 2 (C80RF2), mRNA | 


Homo sapiens mRNA for KIAA0903 protein, partial cds j 


jHomo sapiens mRNA for KIAA0903 protein, partial cds | 


jHomo sapiens soluble interleukin 1 receptor accessory protein (IL1 RAP) gene, exon 8, alternative exons 9 I 
and complete cds, alternatively spliced ) 


jHomo sapiens mRNA for KIAA0633 protein, partial cds |= 


j Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate transporter), member 6 (SLC1 A6), L 
| mRNA I 


jHomo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 2 (BIG2), mRNA | : 


jHomo sapiens SNCA isoform (SNCA) gene, complete cds, alternatively spliced f 


jHomo sapiens CGI-15 protein (LOC51006), mRNA f 


jHomo sapiens CGI-15 protein (LOC51006), mRNA | 


JHomo sapiens DNA for Human P2XM, complete cds f. 


j Homo sapiens DNA for Human P2XM, complete cds |! 


jHUM000S381 Liver HepG2 cell line. Homo sapiens cDNA clone 5381 3' |' 


jRattus norveglcus brain specific cortactin-blndlng protein CBP90 mRNA, partial cds |l 


jHomo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA |j 


|a'S0b04.6l Soares_fe:alJiver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:448015 3' |i 


|AU 1 43539 Y79AA1 Homo sapiens cDN A clone Y79AA1 002087 5' |; 
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Top Hit Descriptor 


,AU143539 Y79AA1 Homo sapiens cDNA clone Y79AA1 002087 5' j 


Homo sapiens chromosome 22 open reading frame 5 (C220RF5), mRNA j 


Homo sapiens chromosome 22 open reading frame 5 (C220RF5), mRNA j 


jAV649878 GLC Homo sapiens cDNA clone GLCBYF08 3' j 


|AV649878 GLC Homo sapiens cDNA clone GLCBYF08 3' ( 


IHomo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta) mRNA, complete cds | 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta) mRNA, complete cds j 


| Homo sapiens chromosome 21 segment HS21 C084 j 


^ESTOI 579 Hippocampus, Stratagene (cat #936205) Homo sapiens cDNA clone HHCMC60 similar to I 
Retrovirus-related gag polyprotein ' 


| EST01 579 Hippocampus, Stratagene (cat #936205) Homo sapiens cDNA clone HHCMC60 similar to I 
Retrovirus-related gag polyprotein | 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), mRNA | 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), mRNA | 


Homo sapiens beta-ureidopropionase (BUP1) gene, exon 6 | 


1 

c" 

I 
1 

! 

! 
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Homo sapiens chromosome 21 segment HS21C083 j 


Homo sapiens mRNA for KIAA1278 protein, partial cds j 


Homo sapiens mRNA for KIAA1278 protein, pa-tal cds j' 


' Homo sapiens cyclin-D binding Myb-like protein mRNA, complete cds j 


Human Ku (p70/p80) subunit mRNA, complete cds |i 


Homo sapiens chromosome 21 segment HS21 C085 | 


jHomo sapiens chromosome 21 segment HS21C085 | 


Homo sapiens epididymai secretory protein (19.5kD) (HE1 ), mRNA ! 


Homo sapiens cyclin-dependent kinase 6 (CDK5) mRNA j 


; Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1 ), transcript variant 2, mRNA j 


[Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1 ), transcript variant 2, mRNA | 


Human L-type calcium channel beta-1 subunit (CACNLB1 ) gene, exons 1 0 and 1 1 | 


.Human L-type calcium channel beta-1 subunit (CACNLB1 ) gene, exons 10 and 11 |i 


'Human mRNA for very low density lipoprotein receptor, complete cds |, 


Homo sapiens glutathione S-transferase theta 2 (GSTT2) and glutathione S-transferase theta 1 (GSTT1 ) I 
J genes, complete cds t 
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I 


| 7110634| 


1 
1 


1 


|AF1 56776.1 ! 


|AF1 56776.1 ! 


| AL1 63284.2 j 


1 


|m77994.1 j 


| 11430193| 


1 


|AF1 69555.1 j 


jAF169555.1 I 


jAL1 63283.2 ' 


|AB033104.1 j 


]AB033104.1 | 


|AF084530.1 j 


|M30938.1 i 


| AL1 63285.2 I 


I 


1 


1 


I 11497611 | 


1 
1 


|U86959.1 ) 


1 


I 
5 


I 
< 


Most Similar 


( l op) Hit 

BLAST E 
Value 


5.0E-91| 


5.0E-91| 


5.0E-91| 


5.0E-91| 


5.0E-91| 


4.0E-91 1 


4.0E-91| 


4.0E-91| 


4.0E-9l| 


4.0E-9l| 


3.0E-91| 


3.0E-91 1 


3.0E-91 1 


3.0E-91| 


3.0E-91| 


3.0E-91| 


3.0E-91I 


3.0E-91| 


3.0E-91I 


3.0E-91| 




3.0E-91 1 


3.0E-91| 


3.0E-9l| 


3.0E-9l| 
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I 


I 
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i 223821 


| 22383 1 


| 23020 1 


I 23136 


I 23137 






j 24560 | 


| 24561 1 






8 
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8 

8 
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25286) 
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NO: 


143091 
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1 


! 
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I4735I 
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SEQ ID 
NO: 


| 441 5| 


| 4703 | 


| 4703 | 


| 7087| 


| 7087! 


| 3166| 


| 3166| 


1 
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I 


1 


1 16011 


1 


1 


1 




1 3416| 


| 3720| 


I 4487I 


I 4905I 
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1 
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Top Hit Descriptor 


Homo sapiens beta-ureidopropionase (BUP1) gene, exon 6 I 


Homo sapiens beta-ureidopropionase (BUP1 ) gene, exon 6 j 


Homo sapiens chromosome 21 segment HS21 C084 j 


Ul-H-B]3-aks-d-01-0-Ul.s1 NCI CGAP_Sub5 Homo sapiens cDNA clone IMAUb:2/3o28U 3' i| 


602022088F1 NCI CGAP Brn67 Homo sapiens cDNA clone IMAGE:41 57804 5' || 


602022088F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:41 57804 5 1 1 


ym30e03.r1 Scares infant brain 1 NIB Homo sapiens cDNA clone IMAC3b:49b8/ &■ ( 


Homo sapiens NKG2D gene, exon 10 | 


Homo sapiens NKG2D gene, exon 10 I 


Human Na+,K+ ATPase alpha-subunit mRNA, partial cds 1 


Homo sapiens hypothetical protein FLJ20260 (FLJ20260), mRNA j 


Homo sapiens NALP1 mRNA, complete cds j 


Homo sapiens mRNA for KIAA1512 protein, partial cds 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 2 (BIG2), mRNA | 


26f3 Human retina cDNA randomly primed sublibrary Homo sapiens cDNA 1 


601273513F1 NIH MGC 20 Homo sapiens cDNA clone IMAGE:3614667 5' | 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA [ 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA I 


Homo sapiens MCP-4 gene I 


Human lens membrane protein (mp19) gene, exon 1 1 I 


Human lens membrane protein (mp1 9) gene, exon 1 1 I 


Homo sapiens mRNA for KIAA061 1 protein, partial cds | 


Homo sapiens mRNA for MBNL protein [ 


Homo sapiens nuclear mitogen- and stress-activated protein kinase-1 (MSK1 ) mRNA, complete cds I 


Homo sapiens dihydrolipoamide S-suocinyltransferase (E2 component of 2-oxo-glutarate complex) (DLST) I 
mRNA 


II 

I ■£ 

H 

1! 

!i 

4! 

i: 


Homo sapiens mRNA for Kl AA0758 protein, partial cds j 


Homo sapiens mRNA for KIAA0758 protein, partial cds 1 


Homo sapiens cytoplasmic Seprase truncated isoform mRNA, complete cds j 


Homo sapiens B-cell CLL/lymphoma 7b (BCL7B) mRNA [ 
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AF1 69555.1 i 


AF1 69555.1 i 
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3E3863S3.1 j 






1 
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ID NO: 
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19833 
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21555 


25973 


£ 


1 




278361 


| 




28841 




20020 
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SEQ ID 
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Top Hit Descriptor 


Human endogenous retroviral DNA (4-1 ), complete retroviral segment j 


Homo sapiens bile salt export pump (BSEP) mRNA, complete cds j 


DKFZp434C0414_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434C041 4 5' | 


Homo sapiens mRNA for KIAA1068 protein, partial cds j 


Human NPY Y1 -like receptor pseudogene mRNA, complete cds | 


hd02h02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2908371 3' similar to TR:O0271 1 I 
1 002711 PRO-POL-DUTPASE POLYPROTEIN ; j 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA | 


Homo sapiens mRNA for KIAA1093 protein, partial cds j 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA | 


yi80e08.r1 Scares placenta Nb2HP Homo sapiens cDNA clone IMAGE:145574 5' | 


yi80e08.r1 Scares placenta Nb2HP Homo sapiens cDNA clone IMAGE:145574 5' j 


Homo sapiens ribosomal protein, large, P1 (RPLP1 ) mRNA I 


tg01b02.x1 NCLCGAP_CLL1 Homo sapiens cDNA clone IMAGE:2107467 3' similar to S W : PTN F H U M AN 
Q 16825 PROTEIN-T v ROSINE PHOSPHATASE D1 [contains Alu repetitive element;contains element 
MER1 7 repetitive element ; 


fg01b02jc1 NCI_CGAP_CLL1 Homo sapiens cDNA clone IMAGE:21 07467 3' similar to SWPTNF HUMAN 
Q16825 PROTEIN-TYROSINE PHOSPHATASE D1 [contains Alu repetitive element;contains element 
MER17 repetitive element ; 


AU121681 MAMMA1 Homo sapiens cDNA clone MAMMA1000738 5' | 


EST188414 HCC cell line (matastasis to liver in mouse) II Homo sapiens cDNA 5' end similar to ribosomal | 
|protein L29 | 


Homo sapiens calcium channel alphal E subunit (CACNA1E) gene, exons 7-49, and partial cds, alternatively | 
jspliced j 


601281867F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3603832 5' i 


Homo sapiens ribosomal protein L10a (RPL10A), mRNA i 


601 460521 F1 N:H_MGC_66 Homo sapiens oDNA clone IMAGE:3863908 5' | 


Hcmo sapiens chromosome 21 unknown mRNA v 


Hcmo sapiens mRNA for KIAA061 1 protein, partial cds | 


wc09c08.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:2314670 3' | 


wc09c08.x1 NCI_CGAP_Pr28 Ho:no sapiens cDNA clone IMAGE:2314670 3' |; 


Heme sapiens chrcmcsome 21 segment HS21 C001 


h'Lmsn skeletal muscle 1.3 kb mRNA fo- tropomyosin ; 
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No. 


M1 0976.1 j 


1 


AL040437.1 ] 


AB028991.1 ] 


U67780.1 | 


1 
1 


11434S00| 
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R78078.1 I 
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X04201.1 j 


Most Similar 
(Top) Hit 
BLAST E 
Value 


2.0E-92| 


2.0E-92| 


2.0E-92| 
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si 


9.0E-931 


2 
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24323 
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2721 1 1 


28276 1 
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21 582 1 


21 583 1 


21810[ 


27360 




21 769 | 
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26003 | 


20028 | 


21 121 1 
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22925| 


Exon 
SEQ ID 
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14534| 
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9839 1 


1807 
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Top Hit Descriptor 


| Homo sapiens tensin mRNA, complete cds ] 


| Human Clk-associated RS cyclophilin CARS-Cyp mRNA, complete cds j 


J601 1 1 7586F1 NIH_MGC_16 Homo sapiens cDNA clone IMAGE:3358220 5' j 


I601116810F1 NIH_MGC_16 Homo sapiens cDNA clone IMAGE:3357243 5' ! 


|EST376458 MAGE resequences, MAGH Homo sapiens cDNA | 


Homo sapiens hypothetical protein (LOC51 31 8), mRNA j 


|UI-HF-BNO-aks-g-09-0-UI.r1 NIH_MGC_50 Homo sapiens cDNA clone IMAGE:3078329 5' j 


|qp78b10.x1 Scares fetal lung NbHL19W Homo sapiens cDNA clone IMAGE:19291 15 3' | 


1 

1 

1 

1 

1 
X 

1 

1 

1 

1 


|Homo sapiens CYP17 gene, S end [ 


1 601 458531 F1 NlH_MGC_66 Homo sapiens cDNA clone IMAGE:3862086 5' [ 


| Homo sapiens CTR1 pseudogene | 


| Homo sapiens CTR1 pseudogene | 


jHomo sapiens hypothetical protein (DJ328E19.C1.1), mRNA j 


oy84b08.x1 NCI_CGAP_CLL1 Homo sapiens cDNA clone IMAGE:1672503 3' similar to TR:Q62384 Q62384I 
|ZINC FINGER PROTEIN. ; | 


[Homo sapiens DNA for amyloid precursor protein, complete cds I 


jHomo sapiens hypothetical protein FU20291 (FU20291), mRNA I 


jHomo sapiens hypothetical protein FU20291 (FLJ20291), mRNA j 


]Homo sapiens mRNA for KIAA1563 protein, partial cds \ 


jHomo sapiens cysteine-rich repeat-containing protein S52 precursor, mRNA, complete cds f 


Ihomo sapiens long chain polyunsaturated fatty acid elongation enzyme (HEL01 ) mRNA, complete cds j 


JHomo sapiens MHC ola33 1 region | 


jNovel human gene mapping to chomosome 1 j 


J601 1 77685F1 NIH_MGC_1 7 Homo sapiens cDNA clone IMAGE:3532965 5' j 


j601 1 77686F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3532965 5' | 


1 
1 

H 
1 

1 
1 

< 

f 

1 

I 


jHomo sapiens chromosome 21 segment HS21 C084 f 


jHomo sapiens glucocorticoid receptor (GRL) gene, intron D, exon 5, and intron E j 


jHomo sapiens glucocorticoid receptor (GRL) gene, intron D, exon 5, and intron E \ 


jHomo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, Watson disease) (NF1 ) | 


jHomo sapiens protein kinase C, beta 1 (PRKCB1), mRNA [ 
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Top Hit Descriptor 


Human mRNA for NF1 N-isoform-exon11 , complete cds I 


Homo sapiens mRNA for KIAA141 1 protein, partial cds I 


H. sapiens mRNA for MEMO protein || 


Homo sapiens protein kinase inhibitor gamma (PKIG) mRNA, complete cds ; 


Homo sapiens mRNA for KIAA1485 protein, partial cds [ 


Homo sapiens Trio isoform mRNA, complete cds 1 


Human PreA4 gene for Alzheimer's disease A4 amyloid protein precursor (exon 9) I 


Human PreA4 gene for Alzheimer's disease A4 amyloid protein precursor (exon 9) 


qm03c12.x1 NCI_CGAP_Lu5 Homo sapiens cDNA clone I MAGE:1 880758 3' similar to WP:T19B4.4 
CE13742 ; 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA I 


Homo sapiens chromosome 21 segment HS21 C009 I 


Homo sapiens transcription enhancer factor-5 mRNA, complete cds I 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA I 


Homo sapiens mRNA for KIAA0512 protein, partial cds . > 


Homo sapiens mRNA for KIAA0612 protein, partial cds I 


zg87g06.s1 Soares fetal heart_NbHH19W Homo sapiens cDNA clone IMAUt:409594 3' | 


Ot83d05.s1 Soares total fetus Nb2HF8_9w Homo sapiens cDNA clone IMAGE:1623369 3' j 


yd98b04.s1 Soares fetal liver spleen 1 N FLS Homo sapiens cDNA clone IMAGE:1 1 6239 3' I 


Homo sapiens mRNA for KIAA0027 protein, partial cds II 


Homo sapiens cleavage and polyadenylation specific factor 1 , 1 60kD subunit (CPSF1 ), mKNA I 


Homo sapiens ribosomal protein L27 mRNA, complete cds I 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10) mRNA I 


tori 1f10.x1 NCI_CGAP_Brn52 Homo sapiens cDNA clone IMAGE:2259403 3' similar to TR:Q1 5265 Q15265I 
PROTEIN TYROSINE PHOSPHATASE ; J 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1-like (SLC22A1L), mRNA | 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1-like (SLC22A1 L), mRNA j 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA I 


Homo sapiens ASH2L gene, complete cds, similar to Drosophila ash2 gene | 


Homo sapiens complement component 5 (C5) mRNA 


Homo sapiens cysteire-rich repeat-containing protein S52 precursor, mRNA, complete cds I 


Homo sapiens cysteire-rich repeat-containing protein S52 precursor, mKNA, comp ete cds | 
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Top Hit Descriptor 


Homo sapiens mRNA for KIAA0594 protein, partial cds 1 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1 , mRNA j 


Homo sapiens mRNA, similar to rat myomegalin, complete cds | 


Homo sapiens mRNA for KIAA1290 protein, partial cds j 


Homo sapiens mRNA for KIAA1290 protein, partial cds j 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1 ), mRNA j 


Homo sapiens mRNA for KIAA1 172 protein, partial cds ] 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-ll, Alzheimer disease) (APP), mRNA I 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-ll, Alzheimer disease) (APP), mRNA 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 1 


Human beta-prime-adaptin (BAM22) gene, exon 7 ! 


Homo sapiens pericentrin (PCNT) mRNA 1 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1) mRNA \ 


601339520F1 NIH MGC 53 Homo sapiens cDNA clone IMAGE:3681821 5' I 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA I 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 1 


nk29g02.s1 NCI CGAP Co1 1 Homo sapiens cDNA clone IMAGE:1 014952 3' 


Homo sapiens ribosomal protein S1 5 (RPS1 5), mRNA j 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 1 


PM4-BT0724-01 0400-008-a12 BT0724 Homo sapiens cDNA j 


Homo sapiens death-associated protein (DAP), mRNA j 


Homo sapiens death-associated protein (DAP), mRNA j 


Human mRNA for amyloid A4(751) protein ; 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1 ), mRNA j 


Homo sapiens mRNA for KIAA1365 protein, partial cds ! 


Homo sapiens mRNA for KIAA1 005 protein, partial cds j 


PM4-BT0724-01 0400-008-a12 BT0724 Homo sapiens cDNA 


Homo sapiens hPAD-colonylO mRNA for peptidylarginine deiminase type 1, complete cds j 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA || 
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Top Hit Descriptor 


| PMO-BN0065-1 00300-001-C06 BN0065 Homo sapiens cDNA | 


yv23f05.r1 Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone IMAGE:243585 5' similar to I 
PIR:S54204 S54204 ribosomal protein L29 - human ; j 


zp98c09.M Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE:628240 5' similar to TR:G806562 I 
G806562 NEBULIN. ; i 


| Homo sapiens beta-tubulin mRNA, complete cds | 


Homo sapiens beta-tubulin mRNA, complete cds | 


IEST380711 MAGE resequences, MAGJ Homo sapiens cDNA | 


tm69h07.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:21 63421 3' similar to SW:BID HUMAN I 
P55957 BH3 INTERACTING DOMAIN DEATH AGONIST ; j 


tm69h07jc1 NCI_CGAP Brn25 Homo sapiens cDNA clone IMAGE:21 63421 3' similar to SW:BlD HUMAN 
|P55957 BH3 INTERACTING DOMAIN DEATH AGONIST ; | 


|7n90d02.r1 Stratagene lung carcinoma 937218 Homo sapiens cDNA clone IMAGE:5S5443 5' similar to I 
!TR:G662994 G662994 GPI-ANCHORED PROTEIN P137. ; I 


Human endogenous retrovirus, complete genome | 


Homo sapiens osciilin (hLn) gene, exon 5 | 


Homo sapiens NK-receptor (KIR-G2) gene, linker region exon j 


Homo sapiens cysteine-rich repeat-containing protein S52 precursor, (LOC51232), mRNA j 


Homo sapiens cysteine-rich repeat-containing protein S52 precursor, (LOC51232), mRNA j 


EST388473 MAGE resequences, MAGN Homo sapiens cDNA | 


Homo sapiens CD34 antigen (CD34) mRNA | 


Homo sapiens polycystic kidney disease (PKD1 ) gene, exons 27-30 j 


Homo sapiens polycystic kidney disease (PKD1) gene, exons 27-30 | 


H .sapiens mRNA for estrogen receptor i 


Homo sapiens NDST4 mRNA for N-deacetylase/N-sulfotransferase 4, complete cds i 


Homo sapiens lodestar protein mRNA, complete cds j 


Homo sapiens lodestar protein mRNA, complete cds | 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA I 


Human protein C inhibitor (PCI-B) mRNA, complete cds | 


Human protein C inhibitor (PCI-B) mRNA, complete cds | 


H. sapiens IMPA gene, exon 8 j 


Homo sapiens T cell receptor beta locus, TCRBV7S3A2 to TCRBV12S2 region j 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA j 
601513157F1 NIH_MGC_71 Homosapiens cDNA clone IMAGE:3914391 5' | : 
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Top Hit Descriptor 


I Human E2A/HLA fusion protein (E2A/HLF) mRNA, complete cds | 


xp09e06jc1 NCLCGAP JHN9 Homo sapiens cDNA clone IMAGE:2739874 3' similar to gb:M3121 2 MYOSIN I 
■LIGHT CHAIN ALKALI, NON-MUSCLE ISOFORM (HUMAN); ) 


Human Ku (p70/p80) subunit mRNA, complete cds | 


Homo sapiens short chain L-3-hydroxyacyl-CoA dehydrogenase precursor (HADHSC) gene, nuclear gene I 
encoding mitochondrial protein, complete cds j 


2b46d06.r1 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:306635 5' similar to I 
gb:M15182 BETA-GLUCURONIDASE PRECURSOR (HUMAN); | 


Homo sapiens myosin X (MY01 0) mRNA, complete cds j 


Homo sapiens intersectin long isoform (ITSN) mRNA, complete cds j 


Homo sapiens GA-binding protein transcription factor, alpha subunit (60kD) (GABPA), mRNA j 


Human Ku (p70/p80) subunit mRNA, complete cds J 


Homo sapiens truncated Niemann-Pick C3 protein (NPC3) mRNA, complete cds 


Homo sapiens truncated Niemann-Pick C3 protein (NPC3) mRNA, complete cds j 


Homo sapiens FK506-binding protein 6 (36kD) (FKBP6) mRNA, and translated products j 


Homo sapiens FK606-binding protein 6 (36kD) (FKBP6) mRNA, and translated products J 


Human interferon-alpha receptor (HulFN-alpha-Rec) mRNA, complete cds ] 


Homo sapiens fatty acid amide hydrolase (FAAH) gene, exon 14 j 


Homo sapiens fatty acid amide hydrolase (FAAH) gene, exon 14 I 


Homo sapiens chromosome 21 segment HS21 C081 [ 


Homo sapiens ALEX1 protein (LOC51 309), mRNA [ 


hd02h02.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2908371 3' similar to TR:O0271 1 I 
O0271 1 PRO-POL-DUTPASE POLYPROTEIN ; | 


Homo sapiens mRNA for KIAA1005 protein, partial cds [ 


Homo sapiens glutathione S-transferase theta 2 (GSTT2) and g utathione S-transferase theta 1 (GSTT1 ) I 
genes, complete cds 


Homo sapiens chromosome 21 segment HS21 C047 


Homo sapiens chromosome 21 segment HS21 C047 


Hono sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


Homo sapiens 1 estis-specific XK-related protein on Y (XKRY), mRNA | 
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1 
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Homo sapiens chromosome 21 segment HS21 C049 |, 


EST02975 Fetal brain, Stratagene (cat#9362C6) Ho-o sapiens cDNA clone HFBCR32 
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Top Hit Descriptor 


J Homo sapiens X-linked anhidroitic ectodermal dysplasia protein gene (EDA), exon 2 and flanking repeat J 
1 regions 


|G.gortlla DNA for ZNF80 gene homolog \ 


j RC3-HT0625-040500-022-b09 HT0625 Homo sapiens cDNA j 


|Homo sapiens DKFZP586M01 22 protein (DKFZP586M01 22), mRNA | 


] Homo sapiens DKFZP586M01 22 protein (DKFZP586W101 22), mRNA | 


|UI-H-BI1-afk-c-07-0-Ul.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:27221 64 3' ) 


Iqf62f09.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1754633 3' similar toSW:CYT_COTJA I 
|P81061 CYSTATIN ; 


j Rat mRNA for short type PB-cadherin, complete cds 


jH. sapiens mRNA for IFN-gamma (pKC-0) 


|Homo sapiens KIAA0957 protein (KIAA0957), mRNA j 


jHomo sapiens RGH2 gene, retrovirus-like element 


iHomo sapiens myotubularin-related protein 1a mRNA, partial cds j 


iHomo sapiens follicle stimulating hormone receptor (FSHR) mRNA ! 


iHomo sapiens small optic lobes (Drosophila) homolog (SOLH) mRNA \ 


|Homo sapiens small optic lobes (Drosophila) homolog (SOLH) mRNA | 


I601863164F1 NIH MGC 57 Homo sapiens cDNA clone IMAGE:4080999 5' i 


[AU1 18182 HEMBA1 Homo sapiens cDNA clone HEMBA1003046 5' 


jHomo sapiens NF-E2-related fector 3 gene, complete cds | 


IAU1 4021 4 PLACE2 Homo sapiens cDNA clone PLACE2000137 5 1 


Iyf38c08.s1 Soares fetal iiver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 129134 3' I 


;MR1- _ N0046-O609O0-004-bO5 TN0046 Homo sapiens cDNA 


iMR1-~N0046-060900-004-b05 TN0046 Homo sapiens cDNA 


Human mRNA for kidney epidermal growth factor (EGF) precursor 


I601647357F1 NIH_MGC_61 Homo sapiens cDNA clone IMAGE:3931310 5' 


Homo sapiens chromosome 21 segment HS21 C003 j 


H omo sapiens mRNA for KIAA1 485 protein, partial cds | 


wr37g09.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:2489920 3' similar to contains element 1 
MER22 repetitive element ; | 


;PMO-BN0065-100300-001-c06 BN0065 Homo sapiens cDNA j 


Homo sapiens mRNA for KIAA1 626 protein, partial cds | 


1 Homo sapiens mRNA for KIAA1 626 protein, partial cds ! 


!hh83c11.y1 NCI_CGAP_GU1 Homo sapiens cDNA clone IMAGE:2969396 5' ! 
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Top Hit Descriptor 


|Homo sapiens UDP glycosyltransferase 2 family, polypeptide B11 (UGT2B11) mRNA | 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B1 1 (UGT2B1 1 ) mRNA i 


j RC6-ET0072-1 50600-01 1-F01 ET0072 Homo sapiens cDNA | 


| Human chromosome 1 6 creatine transporter (SLC6A8) and (CDM) paralogous genes, complete cds | 


| Homo sapiens chromosome 21 segment HS21 C080 i 


;xk07c12.x1 NCI_CGAP_Co20 Homo sapiens cDNA clone IMAGE;2666038 3' | 


601500405F1 NIH MGC 70 Homo sapiens cDNA clone IMAGE:3902305 5' | 


i601500405F1 NlH_MGC_70 Homo sapiens cDNA clone IMAGE:39023Q5 5' | 


Homo sapiens mRNA for KIAA0235 protein, partial cds j 


Homo sapiens nucleolar protein (KKE/D repeat) (NOP56) mRNA j 


Homo sapiens mRNA for pregnancy-associated plasma protein-E (PAPPE gene) | 


601485388F1 NIH_MGC_69 Homo sapiens cDNA clone IMAGE:3887876 5' | 


Homo sapiens phosphatidylinositol 4-kinase 230 (pi4K230) mRNA, complete cds | 


Homo sapiens smg GDS-ASSOCIATED PROTEIN (SMAP), mRNA j 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8) mRNA j 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8) mRNA \ 


AU134991 PLACE1 Homo sapiens cDNA clone PLACE1000965 5' i 


Homo sapiens promyelocytic leukemia zinc finger protein (PLZF) gene, complete cds [ 


yw91d08.s1 Soares_placenta_8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:259599 3' |j 


601573113F1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3834315 5' |, 


UI-H-BW0-ajt-h-11-0-Ul.s1 NCI CGAP Sub6 Homo sapiens cDNA clone IMAGE:2733165 3' | 


Homo sapiens mRNA for KIAA1459 protein, partial cds | 


Macaca mulatta cyclophilin A mRNA, complete cds |j 


ab1 0d12.s1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:840407 3' similar to contains I 
element LTR1 0 repetitive element ; j 


Homo sapiens neurcpiiin 1 (NRP1), mRNA |' 


seq340 b4HB3MA-Cot109+10-Bio Homo sapiens cDNA clone b4HB3MA-Cot109+1C-Bic-7 3' |i 


Homo sapiens septin 2 (SEP2) mRNA, partial cds | 


Homo sapiens glycine receptor alpha 2 subunit (GLRA2) gene, exon 4 |! 


tm58b05.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2162289 3' similar to TR:Q13769 II 
Q13769 ANONYMOUS. ; | 
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513769 | 


2, DXS164, 
)p427m, 


2, DXS164, 
)p427m, 






jS 
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i 3' similar to | 










.2 


a 
1 
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3 3' similar to | 


1 
1 
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| tm58b05 Jt1 NCI CGAP_Brn25 Homo sapiens cDNA clone IMAGE:21 62289 3' similar to TR:< 
Q13769 ANONYMOUS. ; 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), includes DXS14 
DXS206, DXS230, DXS239, DXS268, DXS269, DXS270, DXS272 (DMD), transcript variant C 
mRNA 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), includes DXS14 
DXS206, DXS230, DXS239, DXS268, DXS269, DXS270, DXS272 (DMD), transcript variant I 
mRNA 


;EST377849 MAGE resequences, MAGI Homo sapiens cDNA 


601571 537F1 NIH_MGC_55 Homo sapiens cDNA clone IMAGE:3838545 5' 


1 tm58b05.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:21 62289 3' similar to TR:( 
Q-3769 ANONYMOUS. ; 


Itm58b05.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:21 62289 3' similar toTR:C 
Q13769 ANONYMOUS. ; 


EST27193 Human Brain Homo sapiens cDNA 5' end similar to None 


IAU140344 PLACE2 Homo sapiens cDNA clone PLACE2000374 5 - 


AU140344 PLAGE2 Homo sapiens cDNA clone PLACE20G0374 5' 


7l60e03.x1 Soares_NSF_F8_9W_OT_PA P_S1 Homo sapiens cDNA clone IMAGE:35259&<i 
SW:PTNF_HUMAN Q16825 PROTEIN-TYROSINE PHOSPHATASE D1 ; 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


H .sapiens mRNA for latent transforming growth factor-beta binding protein (LTBP-2) 


EST375749 MAGE resequences, MAGH Homo sapiens cDNA 


su51 g04.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:251 8326 5' simila 
TR:O15045 015046 KIAA0338 ; 


Ol02d06.y5 NCI CGAP Lu5 Homo sapiens cDNA clone IMAGE:1 522283 5' similar to TR:Q6i 
PHOSPHOLIPASE C NEIGHBORING ; 


Homo sapiens NOD1 protein (NOD1) gene, exons 1, 2, and 3 


Homo sapiens NOD1 protein (NOD1) gene, exons 1, 2, and 3 


AU 136283 PLACE1 Homo sapiens cDNA clone PLACE1 003923 5' 


Homo sapiens polycystic kidney disease (PKD1) gene, exons 27-30 


7e68a10.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:328761( 
contains MER29.t3 MER29 repetitive element ; 
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Top Hit Descriptor 


|IL3-HT0S19-080900-249-F07HT0619HomosapienscDNA j 


|IL3-HT0319-080900-249-F07HT0619HomosapienscDNA || 


|601581503F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3935977 5' ! 


(601581503F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3935977 5' | 


j AV728070 HTC Homo sapiens cDNA clone HTCBYA07 5' j 


|AU130765 NT2RP3 Homo sapiens cDNA clone NT2RP3001398 5' | 


|Human beta4-integrin (ITGB4)gene, exons 19,20,21 ,22,23,24 and 25 j 


|RCO-HT0885-310700-021-b09 HT0885 Homo sapiens cDNA | 


1 
1 
f 

I 

! 
1 

I 


|602141215F1 NIH_MGC_46 Homo sapiens cDNA clone IMAGE:4302507 5' I 


J601312181F1 NIH_MGC_44 Homo sapiens cDNA clone 1MAGE:3658676 5' \ 


|hoit)o sapiens amyloid beta (A4) precursor protein (protease nexin-ll, Alzheimer disease) (APP), mRNA | 


|Homo sapiens Meisl (mouse) homolog (MEIS1) mRNA ] 


|Homo sapiens potassium channel subunit (HERG-3) mRNA, complete cds [ 


] Homo sapiens potassium channel subunit (HERG-3) mRNA, complete cds j 


|Homo sapiens chromosome 21 segment HS21 C080 ! 


]Human mRNA for KIAA0128 gene, partial cds j 


JEST20609 Spleen I Homo sapiens cDNA 5' end similar to autoimmune antigen Ku, p70/p80 subunit | 


|no10d05.s1 NCI_CGAP_Phe1 Homo sapiens cDNA clone IMAGE:1100265 3' j 


jHomo sapiens 959 kb contig between AML1 and CBR1 on chromosome 21q22; segment 1/3 j 


IHomo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), mRNA j 


jHomo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), mRNA ! 


jHomo sapiens dermatopontin (DPT), mRNA j 


]EST373761 MAGE resequences, MAGG Homo sapiens cDNA i 


|601445823F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3850156 5' ] 


[601445823F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3850156 5' ) 


Homo sapiens chromosome 21 segment HS21 C008 \ 


iHomo sapiens mRNA for KIAA0796 protein, partial cds j 


|Homo sapiens mRNA for KIAA0866 protein, complete cds ) 


jHomo sapiens mRNA for KIAA0796 protein, partial cds j 


Memo sapiens GTPase activating protein-like (GAPL), mRNA j 


Homo sapiens GTPase activating protein-like (GAPL), mRNA | 


EST02975 Fetal brain, Stratagene (cat#936206) Homo sapiens cDNA clone HFBCR32 | 
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1 op Hit Uescriptor 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1 ) mRNA I 


zb08b1 2.r1 Soares_fetal_Iung_NbHL19W Homo sapiens cDNA clone IMAGE:301439 5' similar to j 
P!R:S43S69 S43969 p54-beta stress-activated protein kinases - rat ; 


Homo sapiens SNF5/INI1 gene, exon 6 | 


Homo sapiens gene for AF-6, complete cds j 


Homo sapiens deiodinase, iodothyronine, type 11 (DI02), transcript variant 2, mRNA ) 


Homo sapiens leucine-zipper-like transcripticnal regulator, 1 (LZTR1), mRNA j 


Homo sapiens leucine-zipper-like transcripticnal regulator, 1 (LZTR1), mRNA j 


C04498 Human heart cDNA (YNakamura) Homo sapiens cDNA clone 3NHC3467 j 


Homo sapiens deiodinase, iodothyronine, type 11 (DI02), transcript variant 2, mKNA I 


Human mRNA for inward rectifier potassium channel, complete cds I 


Human dystrobrevin (D I N) gene, exon 20 j 


Homo sapiens calcitonin receptor-like (CALCRL) mRNA | 


Homo sapiens BAZ1 B mRNA for bromodomain adjacent to zinc finger domain 1tJ, complete cds ! 


601237545F1 NIH MGC 44 Homo sapiens cDNA clone IMAGE:3609683 5' j 


IUI-H-BI4-aos-b-05-0-Ul.s1 NCI CGAP Sub8 Homo sapiens cDNA clone IMAGt:3085784 3' 


jHomo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) (CSPG4), mKNA 


IHomo sapiens Bruton's tyrosine kinase (BTK), alpha-D-galactosidase A (GLA), L44-like ribosomal protein I 
|(L44L) and FTP3 (FTP3) genes, complete cds ! 


| Homo sapiens pregnancy-zone protein (PZP), mRNA 


| Homo sapiens pregnancy-zone protein (PZP), mRNA t 


Ibb82a05.y1 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:3048848 5' similar to TR:O60312 060312 1 
|kIAA0566 PROTEIN ; 


Iou32b10.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1627963 3' similarto j 
|sW:N121 RAT P52591 NUCLEAR ENVELOPE PORE MEMBRANE PROTEIN POM 121 ; j 


|AU1 1 781 2 HEMBA1 Homo sapiens cDNA clone HEMBA1 002241 5' 1 


|Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


|601 1 1S710F1 NIH MGC_17 Homo sapiens cDNA clone IMAGE:3028538 5' f 


IHomo sapiens hypothetical protein FLJ10300 (FLJ10300), mRNA I 


|Human cystic fibrosis transmembrane conductance regulator (CFTR) gene, exon 7 


| AV71 4276 DCB Homo sapiens cDNA clone DCBCGE01 5' I 


| AV71 4276 DCB Homo sapiens cDNA clone DCBCGE01 5' I 


|Homo sapiens mRNA for KIAA0868 protein, partial cds ! 
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Top Hit Descriptor 


IQV2-LT0053-020400-1 19-e04 LT0053 Homo sapiens cDNA j 


jHomo sapiens galactokinase 2 (GALK2), mRNA | 


H. sapiens mRNA for myotonic dystrophy protein kinase like protein i 


601565B04F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3840433 5' 


601 565604F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3840433 5' | 


izAi67g02.r1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:781298 5' similar to TR:G1 145816 
G1145816 FKBP54 ; I 


601439784F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3924548 5' j 


IL0-BT0163-040899-094-g10 BT0163 Homo sapiens cDNA I 


Homo sapiens gene for AF-6, complete cds j 


PM3-NN1082-140900-006-f12 NN1082 Homo sapiens cDNA | 


Human ribosomal protein L23a mRNA, complete cds | 


Homo sapiens ras GTPase activating protein-like (NGAP) mRNA 


601458531F1 NIHMGC66 Homo sapiens cDNA clone IMAGE:3862086 5' | 


Homo sapiens cat eye syndrome critical region gene 1 (CECR1 ), mRNA ) 


Human cardiac alpha-myosin heavy chain (MYH6) gene, exons 32 to 34 | 


Homo sapiens sex comb on midleg homolog 1 (SCMH1 ), mRNA | 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA j 


Homo sapiens DKFZP434D1 56 protein (DKFZP434D1 56), mRNA I 


Human enkephalin B (enkB) gene, exon 4 and 3' flank and complete cds | 


z!47b07.r1 Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone 1MAGE:505045 5' similar to . i 
gb:M23575 PREGNANCY-SPECIFIC BETA-1 GLYCOPROTEIN C PRECURSOR (HUMAN); I 


z!47b07.r1 Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone IMAGE:505045 5' similar to [ 
gb:M23575 PREGNANCY-SPECIFIC BETA-1 GLYCOPROTEIN C PRECURSOR (HUMAN); [ 


qpOSg12.x1 NCI CGAP Kid5 Homo sapiens cDNA clone 1MAGE:1 91 7574 3' similar to gb:M29893 RAS- [ 
RELATED PROTEIN RAL-A (HUMAN); f 


IL2-NT0101-280700-114-E03 NT0101 Homo sapiens cDNA | 


zn62o1 2.M Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE:562774 5' similar to gb:X03740 fi 
MYOSIN HEAVY CHAIN, SKELETAL MUSCLE (HUMAN); [ 


Human beta4-integrin (ITGB4) gene, exon 13 \ 


601847132F1 NIH_MGC_55 Homo sapiens cDNA clone IMAGE:4078303 5' |; 


Human mRNA for integrin alpha-2 subunit |; 


Human mRNA for integrin alpha-2 subunit | 


Homo sapiens Trio isoform mRNA, complete cds |: 
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Top Hit Descriptor 


Homo sapiens mRNA for KIAA1276 protein, partial cds j 


j Human gene for catalase (EC 1.11.1.6) exon 2 mapping to chromosome 11, bandp13 [ 


|601869932F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:4100214 5' i 


Homo sapiens NOD1 protein (NOD1 ) gene, exons 1 , 2, and 3 j 


!zq05e05.r1 Strafagene muscle 937209 Homo sapiens cDNA clone IMAGE:628832 5' similar to contains I 
; MER22.t3 MER22 repetitive element ; | 


j Homo sapiens PKY protein kinase mRNA, complete cds | 


|Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain I 
j(TM) and short cytoplasmic domain, (semaphorin) 5A (SEMA5A) mRNA ( 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain I 
|(TM) and short cytoplasmic domain, (semaphorin) 5A (SEMA5A) mRNA ( 


jHomo sapiens NF2 gene | 


Homo sapiens NF2 gene [ 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 (GABRA2) mRNA j 


I 
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I 

.1 
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l' 
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I 
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Human neural cell adhesion molecule CD56 mRNA, complete cds j 


Homo sapiens mRNA for KIAA0561 protein, partial cds | 


Homo sapiens mRNA for K1AA0561 protein, partial cds f 


,cq03f05.x1 NIH_MGC_2 Homo sapiens cDNA clone IMAGE:2846744 5' | 


Homo sapiens tyrosine kinase pp60c-src (SRC) gene, exon 12 and partial cds p 


Homo sapiens chromosome 21 segment HS21 CD27 |i 


ba73g12.y1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:2906086 5' similar to gb:X17206 40S 
RIBOSOMAL PROTEIN S4 (HUMAN); gb:M20632 Mouse LLRep3 protein mRNA from a repetitive element, 
complete (MOUSE); 


AV733454 cdA Homo sapiens cDNA clone cdABAOB 5' f 


AV733454 cdA Homo sapiens cDNA clone cdABA08 5' j 


AV733454 cdA Homo sapiens cDNA clone cdABA08 5' f 


AV733454 cdA Homo sapiens cDNA done cdABA08 5' p 


Homo sapiens TNF-inducible protein CG12-1 (CG12-1 ), mRNA I 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA |i 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA | 


Homo sapiens HLA-B associated transcript-1 (D6S81E) mRNA |i 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) (POLR2A) mRNA |; 




Database 
Source 




z 


| EST HUMAN 


z 


| EST HUMAN 


z 




z 








I EST HUMAN 


jEST HUMAN 


I- 






|EST_HUMAN 




z 


EST HUMAN 


EST HUMAN | 


| EST HUMAN ! 


!EST HUMAN 


'EST HUMAN i 


z 






z 


z 


TopHitAcession 
No. 


|AB033102.1 


§ 


]BF206374.1 


| AF1 49773.1 


1 


|AF004849.1 


1 


§ 
1 


IY1 8000.1 j 


Y18000.1 I 


4557600| 


IAI363139.1 | 


IAI3631391 | 




|AB01 1133.1 I 


1 


§ 
1 


AF077754.1 \ 


! AL163227.2 | 




AV733454.1 I 


AV733454.1 j 


IAV733454.1 I 


1 

i 


11418041| 


11034850| 


11034850| 


4758111 [ 


8 
S 
1 


1 Most Similar 


BLAST E 
Value 




























































% 














p 




P 








o 
























o 




































































Signal 


















P 


s 


8 




















8? 


s 










1 


I 


p 


ORF SEQ 
ID NO: 


a 
1 


| 2281 4 | 




| 23621 




24763 1 


25040| 


25041 | 


26338 | 


I 


l 


1 


2681 5 1 










8 








I 

8 


n 








! 25223 | 




19920| 


SEQID 

NO: 


10025 


13019 


1 


1 3843 


1 


1 


15237 


1 5237 








1 


I6627 


1 


1 


1 


17285 


I 


1 


1 


3 

8 




1 






1 


1 




1 




























































Probe 
SEQID 
NO: 


1 2773| 


| 3092| 


| 3135j 


1 






| 53ie| 


s 




s 




6748 


| 6748 1 


| 7048 | 


1 


§ 


7418 


| 7447 | 


| 7844 | 




| 8527 | 


| 8527 | 


| 8834 | 


I 


% 




1 







442 



WO 01/57274 



PCT/US01/00666 





I 

I 

z 

& 


Homo sapiens keratin 1 8 (KRT18) mRNA j 


QV4-UM0094-300300-1 56-b08 UM0094 Homo sapiens cDNA I 


qtOefOi .x1 NCI_CGAP_GC4 Homo sapiens cDNA clone IMAGE:1946809 3' similar to TR:O00536 000536 I 
TTF-I INTERACTING PEPTIDE 5 ; 


qt06f01 .x1 NCI_CGAP_GC4 Homo sapiens oDNA clone IMAGE:1 946809 3' similar to TR:O00536 000536 
TTF-I INTERACTING PEPTIDE 5 ; 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 1 (TAB1 ), mRNA | 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 1 (TAB1 ), mRNA j 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1) mRNA I 


Homo sapiens alpha-aminoadipate semialdehyde synthase mRNA, complete cds | 


Homo sapiens alpha-aminoadipate semialdehyde synthase mRNA, complete cds j 
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[Homo sapiens Bruton's tyrosine kinase (BTK), alpha-D-galactosidase A (GLA), L44-like ribosomal protein I 
(L44L) and FTP3 (FTP3) genes, complete cds 


;601 579838F1 NlH_MGC_9 Homo sapiens cDNA clone IMAGE-.3928832 5' j 


!601579838F1 NIH MGC 9 Homo sapiens cDNA clone IWIAGE:3928832 5' I 


1QV4-UM0094-300300-1 56-b08 UM0094 Homo sapiens cDNA | 


iHomo sapiens mRNA for alpha-tubulin 8 (TUBA8 gene) j 


IHomo sapiens mRNA for alpha-tubulin 8 (TUBA8 gene) (. 


IHomo sapiens partial TTN gene for titin | 


iHomo sapiens mRNA for KIAA0350 protein, partial cds f 


jNovel human gene mapping to chomosomeX t 


IHomo sapiens sir2-like 3 (SIRT3), mRNA \ 


|Homo sapiens EphA4 (EPHA4) mRNA t 


jNovel human mRNA from chromosome 1, which has similarities to BAT2 genes | 


|Novel human mRNA from chromosome 1 , which has similarities to BAT2 genes I 


|Homo sapiens chromosome 21 segment HS21 C068 L 


|Homo sapiens chromosome 21 segment HS21 C068 f 


|EST38241 6 MAGE resequences, MAGK Homo sapiens cDNA |; 


[6021 19346F1 N!H_MGC_55 Homo sapiens cDNA clone IMAGE:4276738 5' I 


|Homo sapiens similar to ER to nucleus signalling 1 (H. sapiens) (LOC63433), mRNA h 


|Homo sapiens similar to ER to nucleus signalling 1 (H. sapiens) (LOC63433), mRNA U 


|Homo sapiens similar to ribosomal protein S26 (H. sapiens) (LOC63436), mRNA | 


|Homo sapiens K1AA0054 gene product; Helicase (KIAA0054), mRNA | 
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oz31 a06.x1 Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:1676914 3' 
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Q 
1 
1 
| 
I 
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I 
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Homo sapiens mRNA for KIAA0995 protein, partial cds I 


RC6-ET0081-13070D-011-G01 ET0081 Homo sapiens cDNA I 


RC6-ET0081-130700-011-G01 ET0081 Homo sapiens cDNA j 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA | 


Human mRNA for KIAA0338 gene, partial cds I 


Human mRNA for KIAA0338 gene, partial cds 1 


xx32f08.x1 NCI_CGAP_Ut1 Homo sapiens cDNA clone IMAGE2839239 3' similar to SW:CAYP_CANFA I 
P10463 CALCYPHOSINE ; 


Homo sapiens calcium channel, voltage-dependent, alpha 1 E subunit (CACNA1E) mRNA j 


601 1 21 347F1 NIH_MGC 20 Homo sapiens cDNA clone IMAGE:298B875 5' j 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA I 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA I 


Homo sapiens pericentrin (PCNT) mRNA [ 


Homo sapiens pericentrin (PCNT) mRNA 1 


AU 1 33080 NT2RP4 Homo sapiens cDNA clone NT2RP4001228 5' I 


Human apolipoprotein B-100 (apoB) gene, exons 17 and 18 j 


Human apolipoprotein B-100 (apoB) gene, exons 17 and 18 I 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1 ) mRNA I 


Human olfactory receptor olfr17-201-1 (OR17-201-1) gene, olfactory receptor olfr17-32 (OR1 7-32) gene and | 
olfactory receptor pseudo_olfr17-01 (OR17-01) pseudogene, complete ods j 


Homo sapiens mRNA for KIAA0790 protein, partial cds | 


601513337F1 N1H_MGC_71 Homo sapiens cDNA clone IMAGE:391 4600 5' I 


Homo sapiens DiGeorge syndrome critical region, centromeric end j 


Homo sapiens DiGeorge syndrome critical region, centromeric end [ 


Homo sapiens sodium phosphate transporter 3 (NPT3) mRNA 1 


PM-BT135-070499-016 BT135 Homo sapiens cDNA | 


i Homo sapiens partial 5-HT4 receptor gene, exons 2 to 5 j 


zc24d07.M Soares_senescent_fibrobIasts_NbHSF Homo sapiens oDNA clone IMAGE:323245 5' similar to 
SW:MDHM_MOUSE P08249 MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR ; 


Homo sapiens mRNA for KIAA1 636 protein, partial cds j 
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Top Hit Descriptor 


| Homo sapiens KVLQT1 gene | 


| Homo sapiens KVLQT1 gene | 


| Homo sapiens similar to ribosomal protein S26 (H. sapiens) (LOC63694), mRNA j 


| Homo sapiens mRNA for KIAA0634 protein, partial cds I 


| af72f07.r1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:1 047589 5' | 


| Homo sapiens similar to ribosomal protein S26 (H. sapiens) (LOC63694), mRNA i 


|AU143115 Y79AA1 Homo sapiens cDNA clone Y79AA1001410 5' | 


|AU143115Y79AA1 Homo sapiens cDNA clone Y79AA1001410 5' | 


Iyq49c05.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:199112 6' similar to j 
SP:B48150 B48150 HP-25=HIBERNATION-RELATED PROTEIN - TAMIAS ASIATICUS=ASIAN ; ! 


DKFZp762K1 71_r1 752 (synonym: hme!2) Homo sapiens cDNA clone DKFZp762K171 5' | 


I601121995F1 NIH MGC 20 Homo sapiens cDNA clone IMAGE:3346366 5' j 


;601121995F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:3346366 5' ) 


j Human gene for catalase (EC 1 .1 1 .1 .6) exon 9 mapping to chromosome 1 1 , band p1 3 j 


j Homo sapiens RET finger protein-like 1 antisense transcript, partial ' 


I601343016F1 NIH_MGC_53 Homo eapieno cDNA clone IMAGE:3685466 5' j 


I601343016F1 Nil l_MGC_53 Homo sapiens cDNA clone IMAGE:3635466 5' j 


Homo sapiens retinol dehydrogenase homolog isoform-1 (RDH) mRNA, complete cds j 


601343016F1 NIH_MGC_53 Homo sapiens cDNA clone IMAGE:3685466 5' | 


|601343016F1 NIH_MGC_53 Homo sapiens cDNA clone IMAGE:3685466 5' | 


UI-HF-BN0-aky-g-06-0-Ul.r1 NIH_MGC_50 Homo sapiens cDNA clone IMAGE:3078731 5' | 


CM4-CN0045-1 80200-51 1 -f02 CN0045 Homo sapiens cDNA ! 


RC0-CT0318-201 199-031-a1 1 CT0318 Homo sapiens cDNA | 


RCO-CT0318-201199-031-a11 CT0318 Homo sapiens cDNA i 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), member 7 (SLC6A7), mRNA ' 


Homo sapiens mRNA for K1AA1335 protein, partial cds | 


Human cardiac alpha-myosin heavy chain (MYH6) gene, exons 2, 3 and 4 | 


zr58c04.r1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:667590 5' similar to TR:G22281 1 t 
G222811 ALPHA 1 CHAIN OF TYPE XII COLLAGEN. ; ,| 


zr58c04.r1 Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:667590 5' similar to TR:G22281 1 f 
G22281 1 ALPHA 1 CHAIN OF TYPE XII COLLAGEN. ; J 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA % 
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1 op Hit Uescnptor 


| Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA | 


| Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA j 


Homo sapiens DCRR1 mRNA, partial cds j 


Homo sapiens DCRR1 mRNA, partial cds | 


| Homo sapiens beta-tubulin mRNA, compbte cds j 


jHuman heparin cofactor II (HCF2) gene, exons 1 through 5 | 


! Homo sapiens RNA-binding protein S1 , serine-rich domain (RNPS1 ), mRNA | 


! Homo sapiens mRNA for multidrug resistance protein 3 (ABCC3) j 


i Homo sapiens mRNA for multidrug resistance protein 3 (ABCC3) 


! HUM51 6H08B Human placenta polyA+ (TFujiwara) Homo sapiens cDNA clone GEN-516H08 5' j 


\ HUM516H08B Human placenta polyA+ (TFujiwara) Homo sapiens cDNA clone GEN-516H08 5' | 


i Human ribosomal protein L7 (RPL7) mRNA, complete cds j 


j cr48e07.x1 Jia bone marrow stroma Homo sapiens cDNA clone HBMSC cr48e07 3' | 


cr48e07.x1 Jia bone marrow stroma Homo sapiens cDNA clone HBMSC_cr48e07 3' | 


iHuman von Willebrand factor pseudogene corresponding to exons 23 through 34 j 


jHuman von Willebrand factor pseudogene corresponding to exons 23 through 34 j 


[PTPNS1) mRNA j 


[PTPNS1) mRNA I 
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or 
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or 
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1563870 3' similar to j 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) (ABP1), nuclear gene i 
encoding mitochondrial protein, mRNA i 


Homo sapiens heterogeneous nuclear ribonudeoprotein A1 (HNRPA1 ) mRNA j 


Homo sapiens actin, beta (ACTB) mRNA ^ 


Human polyhomeotic 1 homolog (HPH1 ) mRNA, partial cds j 


Homo sapiens mRNA for KIAA1363 protein, partial cds J 


1 
| 


ts38b05.x1 NCI_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2230833 3' similar to TR:Q99551 Q99551 | 
MITOCHONDRIAL TRANSCRIPTION TERMINATION FACTOR PRECURSOR. ; J 


ts38b05a1 NCI_CGAP Ut4 Homo sapiens cDNA clone IMAGE:2230833 3' similar to TR:Q99551 Q99551 J 
MITOCHONDRIAL TRANSCRIPTION TERMINATION FACTOR PRECURSOR. ; f 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 i 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 i 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 I 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 I 


on89e04.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGED 
SW:TMOD_HUMAN P28289 TROPOMODULIN. ; 
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Top Hit Descriptor 


yy0 1 h09. r1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:27001 7 5' | 


yy01 h09.r1 Soares melanocyte 2NbHM Homo sapiens oDNA clone 1MAGE:270017 5' | 


INRP2) mRNA 1 


KNA) II (DNA directed) polypeptide A (220kD) (POLR2A) mRNA | 


RNA) II (DNA directed) polypeptide A (220kD) (POLR2A) mRNA I 


spleen (#937205) Homo sapiens cDNA clone IMAGE:6831 0 5' I 


spleen (#937205) Homo sapiens cDNA clone IMAGE:6831 0 5' | 


Homo sapiens heterogeneous nuclear ribonuoleoprotein A1 (HNRPA1 ) mRNA | 


601460375F1 NIH_M3C_65 Homo sapiens cDNA clone IMAGE:3863803 5' | 


Homo sapiens heterogeneous nuclear ribonuoleoprotein A1 (HNRPA1) mRNA I 


Homo sapiens serine palmitoyi transferase, subunit II gene, complete cds; and unknown genes ' 


601 1 74270F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3529864 5' j 


601174270F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3529864 5' j 


zd62b05.r1 Scares JetalJieart_NbHH19W Homo sapiens cDNA clone IMAGE:345201 5' similar to I 
gb:X16282 cdsl ZINC FINGER PROTEIN CLONE 647 (HUMAN); j 


Homo sapiens zinc finger protein mRNA, complete cds | 


Homo sapiens chromosome 21 segment HS21 C002 j 


Homo sapiens chromosome 21 segment HS21 C002 i 


bb24e12.y1 NIH_MGC_14 Homo sapiens cDNA clone IMAGE:2963854 5' similar to WP:Y57A10A.Z I 
CE22631 ; ( 


bb24e12.y1 NIH_MGC_14 Homo sapiens cDNA clone IMAGE:2963854 5' similar to WP:Y57A10A.Z | 
CE22631 ; | 


Homo sapiens mRNA for KIAA0784 protein, partial cds J 


Homo sapiens mRNA for K1AA0784 protein, partial cds I 


Human gamma-cytoplasmic actin (ACTGP9) pseudogene ■} 


Homo sapiens CTCL tumor antigen se14-3 mRNA, complete cds 5) 


Homo sapiens CTCL tumor antigen se14-3 mRNA, complete cds | 


Homo sapiens chromosome X MSL3-2 protein mRNA, complete cds -| 


Homo sapiens chromosome X MSL3-2 protein mRNA, complete cds | 


tq04f08.x1 NCI CGAP Ut3 Homo sapiens cDNA clone IMAGE:2207847 3' similar to gb:J03191 PROFILIN It 
(HUMAN); | 


tq04f08.x1 NCLCGAP_Ut3 Homo sapiens cDNA clone IMAGE:2207847 3' similar to gb:J03191 PROFILIN l| 
(HUMAN); | 


Homo sapiens DNA mismatch repair protein (MLH3) gene, complete cds 


Homo sapiens neuropilin 2 1 


Homo sapiens polymerase ( 


Homo sapiens polymerase I 


ya83g04.r2 Stratagene fetal 


ya83g04.r2 Stratagene fetal 
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1 Human endogenous retrovirus pHE.1 (ERVS) j 


Homo sapiens mRNA for KIAA1 089 protein, partial cds j 


Homo sapiens similar to rat integral membrane glycoprotein POM121 (POM121L1), mRNA | 


np49d01 .s1 NCI_CGAP_Br1 .1 Homo sapiens cDNA clone IMAGE:1 129633 3' similar to gb:X57352 

! INTERFERON-INDUCIBLE PROTEIN 1-8U (HUMAN); j 


Human von Willebrand factor gene, exons 23 through 34 j 


Human von Willebrand factor gene, exons 23 through 34 j 


Homo sapiens TNF receptor-associated factor 1 (TRAF1) mRNA | 


Homo sapiens ALR-like protein mRNA, partial cds | 


Homo sapiens ALR-like protein mRNA, partial cds | 


Homo sapiens hypothetical protein FLJ21B34 (FLJ21634), mRNA | 


TCAAP1 D0779 Pediatric acute myelogenous leukemia cell (FAB M1) Baylor-HGSC proJect=TCAA Homo I 
sapiens cDNA clone TCAAP0779 


Homo sapiens MHC class I antigen (HLA-G) mRNA, HLA-G 1 allele, complete cds ! 


Homo sapiens MHC class I antigen (HLA-G) mRNA, HLA-G1 allele, complete cds [ 


Homo sapiens chloride channel CLC4 (CIC4) mRNA, complete cds j 


Human, plasminogen activator inhibitor-1 gene, exons 2 to 9 j 


Human, plasminogen activator inhibitor-1 gene, exons 2 to 9 \ 


Homo sapiens mRNA for KIAA1 339 protein, partial cds .[ 


Homo sapiens zinc finger protein 212 (ZNF212), mRNA [ 


Homo sapiens mRNA for repressor protein, partial cds | 


601 445647F1 NlH_MGC_65 Homo sapiens cDNA clone IMAGE:3B49803 5' J 


yj69g08.M Soares breast 2NbHBst Homo sapiens cDNA clone IMAGE:1 54046 5' | 


Homo sapiens splicing factor 3a, subunit 1 , 1 20kD (SF3A1 ), mRNA 'j 


Homo sapiens gene for AF-6, complete cds | 


Homo sapiens KIAA01 70 gene product (KIAA01 70), mRNA f 


Human mRNA for KIAA0184 gene, partial cds | 


Human mRNA for KIAA0184 gene, partial cds j 


H.sapiens mRNA for interferon alpha/beta receptor (long form) J 


Homo sapiens mRNA for KIAA0910 protein, partial cds } 
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Homo sapiens perioentrin (PCNT) mRNA J 
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Top Hit Descriptor 


is FOXJ2forkhead factor (LOC55810), mRNA 


stocyte growth factor gene, exon 1 5 


itocyte growth factor gene, exon 1 5 


is RNA binding motif protein, Y chromosome, family 1 , member A1 (RBMY1A1) 


|Homo sapiens WAVE2 mRNA for WASP-family protein, complete cds 


uman, Genomic/mRNA, 365 nt, segment 1 of 8] 


|Homo sapiens NOD2 protein (NOD2), mRNA 


is SMCY (SMCY) gene, complete cds 


is ribosomal protein S2 (RPS2) mRNA 


is E1A binding protein p300 (EP300) mRNA 


is E1 A binding protein p300 (EP300) mRNA 
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omai protein L21 mRNA, complete cds 
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is activating transcription factor 4 (tax-responsive enhancer element B67) (ATF4 


is activating transcription factor 4 (tax-responsive enhancer element B67) (ATF4 


is activating transcription factor 4 (tax-responsive enhancer element B67) (ATF4 


is immunoglobin superfamily, member 3 (IGSF3) mRNA, and translated product 


is immunoglobin superfamily, member 3 (IGSF3) mRNA, and translated product 


is Retina-derived POU-domain factor-1 (RPF-1), mRNA 


s Retina-derived POU-domain factor-1 (RPF-1 ), mRNA 


is potassium voltage-gated channel, Shab-related subfamily, member 1 [KCNB1 


is potassium voltage-gated channel, Shab-related subfamily member 1 (KCNB1 
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Top Hit Descriptor 


no sapiens mRNA for KIAA1415 protein, partial cds | 


no sapiens mRNA for KIAA1 41 5 protein, partial cds i 


H-BW1-amp-f-12-0-Ul.s1 NC!_CGAP_Sub7 Homo sapiens cDNA clone IMAGE:3070631 3' j 


!1 52653F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4293612 5' | 


279873F1 NIH_MGC 39 Homo sapiens cDNA clone IMAGE3621786 5' I 


no sapiens mRNA for KIAA1321 protein, partial cds | 


9b08.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2168055 3' similarto gb:L20977 j 
LCIUM-TRANSPORTING ATPASE PLASMA MEMBRANE, BRAIN ISOFORM 2 (HUMAN); 


no sapiens TATA box binding protein (TBP)-associated factor, RNA polymerase 11,1, 28kD (TAF2I) 1 
NA | 


no sapiens mRNA for KIAA1438 protein, partial cds | 


590108F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3944304 5' j 


590108F1 NIH MGC 7 Homo sapiens cDNA clone IMAGE:3944304 5' j 


1 43722F1 NIH Jv1GC_1 5 Homo sapiens cDNA clone IMAGE:3051 389 5' I 


584930 F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3939222 5' I 


no sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1 ) mRNA f 


no sapiens titin (TTN) mRNA j 


no sapiens Bruton's tyrosine kinase (BTK), alpha-D-galactosidase A (GLA), L44-like ribosomal protein 1 
4L) and FTP3 (FTP3) genes, complete cds | 


no sapiens guanylate cyclase-activating protein 2 (GUCA1B) gene, exon 1 i 


no sapiens mRNA for KIAA0536 pro:ein, partial cds J 


133385 NT2RP4 Homo sapiens cDNA clone NT2RP4001964 5' 


nan bullous pemphigoid antigen (BPAG1 ) mRNA, complete cds •[ 


1 30403 NT2RP3 Homo sapiens oDNA clone NT2RP3000779 5' | 


1 3C403 NT2RP3 Homo sapiens cDNA clone NT2RP3000779 5' J 


1-OT0086-220300-011-d07 OT0086 Homo sapiens cDNA -I 
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278373F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE:361 0267 5' fj= 
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n88414 HOC cell line (matastasis to liver in mouse) II Homo sapiens cDNA 5' end similar to ribosomal | 
ieinl_29 | 


589625F1 NIH_MGC_7 Homo sapiens cDNA cione IMAGE:3943591 5' | 


nan beta-prime-adaptin (BAM22) gene, exon 5 J 
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Top Hit Descriptor 


Homo sapiens BTRCP2 mRNA for F-box and WD-repeats protein isoform C, complete cds j 


Homo sapiens ALR-like protein mRNA, partial cds ] 


Homo sapiens ALR-like protein mRNA, partial cds \ 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 (glaucoma 3, primary infantile) I 
(CYP1B1) mRNA | 


Homo sapiens cytochrome P450, subfamily 1 (dioxin-inducible), polypeptide 1 (glaucoma 3, primary infantile) I 
(CYP1B1) mRNA | 


H.sapiens serine hydroxymethyltransferase pseudogene j 


Homo sapiens 5-aminolevulinate synthase 2 (ALAS2) gene, complete cds I 


Homo sapiens mRNA for KIAA1 527 protein, partial cds ! 


Homo sapiens partial rp!3 gene for ribosomal protein L3, U82 snoRNA, U83a snoRNA and U83b snoRNA | 


Homo sapiens chromosome 21 segment HS21 C001 j 


Human AHNAK nucleoprotein mRNA, 5' end | 


PMO-HT0343-281299-003-e02 HT0343 Homo sapiens cDNA j 


PMO-H T0343-2812S9-C03-eO2 HT0343 Homo sapiens cDNA | 


H.sapiens Id3 gene for HLH type transcription factor | 


Homo sapiens chromosome 21 segment HS21 C068 | 


Human transglutaminase mRNA, complete cds ! 
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Homo sapiens protocadherin alpha C1 (PCDH-alpha-C1 ) mRNA, complete cds j 
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Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1) mRNA | 
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Top Hit Descriptor 


601878507F1 NIH MGC_55 Homo sapiens oDNA clone IMAGE:4107433 5' | 


wu12h10.x1 NCI CGAP GC6 Homo sapiens cDNA clone IMAGE:2516803 3' j 


H.sapiens mRNA for gamma-glutamyltransferase j 


H.sapiens mRNA for gamma-glutamyltransfera£e | 


Homo sapiens neurexin III (NRXN3) mRNA 1 


Homo sapiens neurexin 111 (NRXN3) mRNA 1 


Homo sapiens interleukin 1 receptor, type I (IL1R1) mRNA j 


Homo sapiens titin (TTN) mRNA | 


Homo sapiens titin (TTN) mRNA j 


Homo sapiens nucleolar phosphoprotein B23 (NPM1 ) mRNA, complete cds j 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5 i 
(SLC25A5), nuclear gene encoding mitochondrial protein, mRNA | 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP) mRNA [ 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP) mRNA | 


ae87b11.s1 Sfratagene schizo brain S11 Homo sapiens cDNA clone IMAGE:971 133 3' | 


Homo sapiens angiostatin binding protein 1 mRNA, complete cds j 


Homo sapiens angiostatin binding protein 1 mRNA, complete cds | 


Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1 ) mRNA 


Homo sapiens titin (TTN) mRNA | 


Human connexin 43 processed pseudogene \ 


Homo sapiens HLA class III region containing tenascin X (tenascin-X) gene, partial cds; cytochrome P450 21-. 
hydroxylase (CYP21 B), complement component C4 (C4B) G1 1 , helicase (SKI2W), RD, complement factor B 


Homo sapiens very large C-protein coupled receptor-1 (VLGR1 ) mRNA, complete cds j 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1 ), mRNA 


Hcmo sapiens A kinase (PRKA) anchor protein 1 (AKAP1 ), mRNA !| 


Hcmo sapiens SW i-SMF complex protein p270 mRNA, partial cds | 


Homo sapiens hypohet'ea! protein FLJ23695 (FLJ20695), mRNA j| 


tr58f08.x2 NCI_CGAP_Pan1 Homo sapiens cDNA clone IMAGE:2222535 3' similar to SW:RL1 1_RAT f 
P25121 60S RIBOSOMAL PROTEIN L1 1 . ;contains Alu repetitive element; 


Hcmo sapiens telomerase reverse transcriptase (TERT) gene, exons 1-6 f 


Hcmo sapiens ho-monslly upregulated neu tumor-associated kinase (HUNK), mRNA % 


Hcmo sapiens ho:morally jpi-egulated nsu tumor-associated kinase (HUNK), mRNA *[ 
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Top Hit Descriptor 


Homo sapiens pyrin (MEFV) gene, complete cds | 


Homo sapiens pyrin (MEFV) gene, complete cds 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA j 


Homo sapiens syncytin precursor, mRNA, complete cds | 


Homo sapiens protocadherin gamma C3 (PCDH-gamma-C3) mRNA, complete cds [ 


Homo sapiens zinc fir.ger. protein 211 (ZNF211), mRNA j 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1) mRNA J 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) (CSPG4), mRNA | 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4) mRNA ' 


Homo sapiens iduronate sulphate sulphatase (IDS) gene, complete cds | 


Homo sapiens KIAA0390 gene product (KIAA0390), mRNA 1 


Homo sapiens KIAA0390 gene product (KIAA0390), mRNA i 


Homo sapiens PTEN (PTEN) gene, exons 3 through 5 i 


Homo sapiens mRNA for G7c protein (G7c gene located in the class III region of the major histocompatibility 1 
complex) 1 


Homo sapiens mRNA for G7c protein (G7c gene located in the class III region of the major histocompatibility I 
complex) | 


Homo sapiens DNA for amyloid precursor protein, complete cds | 


zp1 8g08.s1 Stratagene fetal retina 937202 Homo sapiens cDNA clone IMAGE:609854 3' | 


Homo sapiens odz (odd Oz/ten-m, Drosophila) homolog 1 (ODZ1), mRNA f 


Homo sapiens chromosome 21 segment HS21 C084 \ 


Homo sapiens cyclophilin-related protein (NKTR) gene, complete cds j 


Homo sapiens chromosome 21 segment HS21 C1 00 \ 


Homo sapiens gene for natriuretic protein, partial cds | 


Homo sapiens keratin 18 (KRT18) mRNA \ 


Homo sapiens keratin 18 (KRT18) mRNA \ 


Homo sapiens inwardly-rectifying potassium channel Kir2.1 (KCNJ2) gene, exon 2 and complete cds | 


Homo sapiens inwardly-rectifying potassium channel Kir2.1 (KCNJ2) gene, exon 2 and complete cds \ 


Mus musculus E-cadherin binding protein E7 mRNA, complete cds \ 


Homo sapiens titin (TTN) mRNA f 


Homo sapiens titin (TTN) mRNA \ 


Human endogenous retrovirus type K (HERV-K), gag, pol and env genes | 
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Top Hit Descriptor 


Homo sapiens ciliary dynein heavy chain 9 (DNAH9) mRNA, complete cds j 


(Homo sapiens ciliary dynein heavy chain 9 (DNAH9) mRNA, complete cds ! 


jHuman gene for dihydrolipoamide succinyltransferase, complete cds (exon 1-15) I 


jHuman gene for dihydrolipoamide succinyltransferase, complete cds (exon 1-15) j 


j Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1 ), mRNA | 


|602042322F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:4179988 5' | 


|602042322F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:41 79988 5' j 


)501897658F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:4126815 5' | 


Homo sapiens calcium channel, voltage-dependent, alpha 1 G subunit (CAGNA1 G), mRNA j 


;MRO-SN0037-030400-001-h07 SN0037 Homo sapiens cDNA j 


IS01105291F1 NIH_MGC_15 Homo sapiens cDNA clone 1MAGE:2987903 5' j 


5011 05291 F1 NIH MGC 1 5 Homo sapiens cDNA clone ltvtAGE:2987903 5' | 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1 ), mRNA | 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1 ), mRNA | 


IHomo sapiens very long-chain acyl-CoA synthetase homolog 1 mRNA, complete cds j 


Homo sapiens very long-chain acyl-CoA synthetase homolog 1 mRNA, complete cds j 


Homo sapiens Surf-5 and Surf-S genes j 


|Homo sapiens Surf-5 and Surf-6 genes j 


EST02238 Fetal brain, Stratagene (cat#936206) Homo sapiens cDNA clone HFBCM48 j 


lUI-HF-BL.0-adh-d-02-0-UI.r1 NIH_MGC_37 Homo sapiens cDNA clone IMAGE:3061658 5' | 


]PM3-CT0263-091299-007-h05 CT0263 Homo sapiens cDNA j 


PM3-CT0263-091299-007-h05 CT0253 Homo sapiens cDNA | 


PM3-CT0263-091 290 007-h05 CT0263 Homo sapiens cDNA j 


! Human beta-prime-adaptin (BAM22) gene, exon 1 3 \ 


zp95b1 1 r1 Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE:627933 5' similar to gb:X03740 I 
MYOSIN HEAVY CHAIN, SKELETAL MUSCLE (HUMAN); j 


Homo sapiens KVLQT1 gene | 


Homo sapiens KVLQT1 gene | 


HA2981 Human fetal liver cDNA library Homo sapiens cDNA | 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA | 


501345141F1 NIH_MGC_8 Homo sapiens cDNA clone IMAGE;3677843 5' ( 


Mus musculus aczonin (Acz), mRNA | 


Human L-type calcium channel beta-1 subunit (CACNLB1) gene, exon 13B and iscform beta-1 B, complete I 
cds j 
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Tcp Hit Descriptor 


,ba04d07.y1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2823373 5' similar to TR-.O76022 076022 E1B-I 
55KDA-ASSOCIATED PROTEIN. ; j 


Iba04d07.y1 NIH MGC 7 Homo sapiens cDNA clone 1MAGE:2823373 5' similar to TR:O76022 076022 E1 B-j 
:55KDA-ASSOCIATED PROTEIN. ; I 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA j 


jQVO-UM0091-120900-385-b12 UM0091 Homo sapiens cDNA i 


[RC3-HT0230-040500-1 10-h04 HT0230 Homo sapiens cDNA | 


IRC3-HT0230-040500-1 1 0-hD4 HT0230 Homo sapiens cDNA | 


;zp95M 1 .r1 Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE:627933 5' similar to gb:X03740 I 
MYOSIN HEAVY CHAIN, SKELETAL MUSCLE (HUMAN); | 


UI-H-BI4-aok-b-10-0-Ul.s1 NCI_CGAP SubB Homo sapiens cDNA clone IMAGE:3085026 3' I 


Ul-H-BI4-aok-b-10-0-Ul.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3085026 3' I 


AU135170PLACE1 Homo sapiens cDNA clone PLACE1001381 5' j 


|601486828F1 NIH_MGC_69 Homo sapiens cDNA clone IMAGE:3889207 5' ! 


601486828F1 N!H_MGC_69 Homo sapiens cDNA clone IMAGE:3889207 5' ] 


601875S30F1 NIH MGC 55 Homo sapiens cDNA clone IMAGE:4099710 5' j 


Homo sapiens mRNA for KIAA1316 protein, partial cds j 


Homo sapiens mRNA for K1AA1316 protein, partial cds i 


Homo sapiens retinoblastoma-like 2 (p130) (RBL2), mRNA I 


Homo sapiens retinoblastoma-like 2 (p1 30) (RBL2), mRNA j 


Homo sapiens eukaryotic translation initiation factor 5A (E1F5A) mRNA J 


602134132F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4289502 5' j 


dr04g05.x1 NIH_MGC_3 Homo sapiens cDNA clone IMAGE:2847177 5' ,| 


Human gamma actin-like pseudogene, complete cds i 


wf20e1 1 ,x1 Soares_Dieckgraefe_colon_NHUC Homo sapiens cDNA clone IMAGE:2351 180 3' similar to 1 
gb:M87789 IG GAMMA-1 CHAIN C REGION (HUMAN); f 


601 889823 F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:4123948 5' j 


601889823F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:4123948 5' | 


QV2-NN0054-230800-333-e04 NN0054 Homo sapiens cDNA | 


501439S05F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3924577 5' \ 


Homo sapiens golgin-like protein (GLP), mRNA j 


601861947F1 NIH_MGC_53 Homo sapiens cDNA clone IMAGE:4081715 5' } 


ba04d07.y1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2823373 5' similar to TR:O76022 076022 E1B| 
55KDA-ASSOCIATED PROTEIN. ; f 
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1. A spatially-addressable set of single exon nucleic -acid 
probes for measuring gene expression in a sample derived 
5 from human heart comprising a plurality single exon nucleic 
probes, said probes comprising any one of the nucleotide 
sequences set out in SEQ ID NOs : 1 - 9,980 or a 
complementary sequence, or a portion of such a sequence. 

10 2. A spatially-addressable set of single exon nucleic acid 
. probes as claimed in claim 1 wherein each of said plurality 
of probes is separately and addressably amplifiable. 

3. A spatially-addressable set of single exon nucleic acid 
15 probes as claimed in claim 1 wherein each of said plurality 

of probes is separately and addressably isolatable from 
said plurality. 

4. A spatially-addressable set of single exon nucleic acid 
20 probes as claimed in any of claims 1 to 3 wherein said 

probes comprise any one of the nucleotide sequences set out 
in SEQ ID NOS.: 9,981 - 19,771. 

5. A spatially-addressable set of single exon nucleic acid 
25 probes as claimed in any of claims 1 to 4, wherein each of 

said plurality of probes is amplifiable using at least one 
common primer. 

6. A spatially-addressable set of single exon nucleic acid 
30 probes as claimed in any of claims 1 to 5 wherein the set 

comprises between 50 - 20,000 single exon nucleic acid 
probes . 

7. A spatially-addressable set of single exon nucleic acid 
35 probes as claimed in any of claims 1 to 6, wherein the 
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average length of the single exon nucleic acid probes is 
between 200 and 500 bp. 



8. A spatially-addressable set of single exon nucleic acid 

5 probes as claimed in any of claims 1 to 7, wherein at least 
50% of said single exon nucleic 'acid probes lack 
prokaryotic and bacteriophage vector sequence. 

9. A spatially-addressable set of single exon nucleic 
10 probes as claimed in any of claims 1 to 8, wherein at 

50% of said single exon nucleic acid probes lack 
homopolymeric stretches of A or T. 

10. A spatially-addressable set of single exon nucleic acid 
15 probes as claimed in any of claims 1-9 characterised in 

that said set of probes is addressably disposed upon a 
substrate . 

11. A spatially-addressable set of single exon nucleic acid 
20 probes as claimed in claim 10 wherein said substrate is 

selected from glass, amorphous silicon, crystalline silicon 
and plastic. ■ - 

12. A microarray comprising a spatially addressable set of 
25 single exon nucleic acid probes as claimed in any of claims 

1 - 11. 

13. A single exon nucleic acid probe for measuring human 
gene expression in a sample derived from human heart 

30 comprising a nucleotide sequence as set out in any of SEQ 
ID NOs.: 1 - 9,980 or a complementary seguence or a 
fragment thereof wherein said probe hybridizes at high 
stringency to a nucleic acid molecule expressed in the 
human heart. 



516 



WO 01/57274 PCT/LS01/00666 

14. A single exon nucleic acid probe as claimed in claim 13 
comprising a nucleotide sequence as set out in any of SEQ 
ID NOs . : 9,981 - 19,771 or a complementary sequence or a 
fragment thereof. 

15. A single exon nucleic acid probe for measuring human 
gene expression in a sample derived from human heart which 
is a nucleic acid molecule having a sequence encoding a 
peptide comprising a peptide sequence as set out in any of 
SEQ ID NOs.: 19,772 - 29,119, or a complementary sequence 
or a fragment thereof wherein said probe hybridizes at high 
stringency to a nucleic acid expressed in the human heart. 

16. A single exon nucleic acid probe as claimed in any one 
of claims 13 to 15 wherein said single exon nucleic acid 
probe comprises between 15 and 25 contiguous nucleotides of 
said SEQ ID NO. 



17. A single exon nucleic acid probe as claimed in any one 
of claims 13 to 15, wherein said probe is between 3 - 25 kb 
in length. 

18. A single exon nucleic acid probe as claimed in any one 
of claims 13 - 17, wherein said probe is DNA, RNA or PNA. 

19. A single exon nucleic acid probe as claimed in any one 
of claims 13 - 18, wherein said probe is detectably 
labeled . 



20. A single exon nucleic acid probe as claimed in any one 
of claims 13 - 19, wherein said probe lacks prokaryotic and 
bacteriophage vector sequence. 

21. A single exon nucleic acid probe as claimed in any one 
of claims 13 - 20, wherein said probe lacks homopolymeric 
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22. A method of measuring gene expression in a sample 
derived from human heart, comprising: 

5 contacting the microarray of claim 12, with a first 

collection of detectably labeled nucleic acids, 
said first collection of nucleic acids derived 
from mRNA of human heart; and then 
measuring the label detectably bound to each probe of 
10 said microarray. 

23. A method of identifying exons in a eukaryotic genome, 
comprising : 

algorithmically predicting, at least one exon from 
15 genomic sequence of said eukaryote; and then 

detecting specific hybridization of detectably labeled 
nucleic acids to a single exon probe, 
wherein said detectably labeled nucleic acids are derived 
from mRNA from the heart of said eukaryote, said probe is a 
20 single exon probe having a fragment identical in sequence 
to, or complementary in sequence to, said predicted exon, 
said probe is included within a microarray according to 
claim 12, and said fragment is selectively hybridizable at 
high stringency. 

25 

24. A method of assigning exons to a single gene, 
comprising : 

identifying a plurality of exons from genomic 
sequence according to the method of claim 23; and 

30 then 

measuring the expression of each of said exons in a 
plurality of tissues and/or cell types using 
hybridization to single exon microarrays having a 
probe with said exon, 

35 wherein a common pattern of expression of said exons in 
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said plurality of tissues and/or cell types indicates that 
the exons should be assigned to a single gene. 



25. A nucleic acid sequence as set out in any of SEQ ID 
5 NOs: 1 - 19,771 which encodes a peptide. 

26. A peptide encoded by a sequence as set out in any of 
SEQ ID Nos: 1 - 19,771. 

10 27. A peptide comprising a sequence as set out in any of 
SEQ ID Nos: 19,772 - 29,119. 
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